#200 1-2540 1 8 



10 



acc gcc get tct ggt cct ttg gtg gac tac eta tgg atg etc ate ctg 161 
Thr Ala Ala Ser Gly Pro Leu Val Asp Tyr Leu Trp Met Leu He Leu 

15 20 25 



ggc ttc att att gca ttt gtc ttg gca ttc tec gtg gga gcc aat gat 209 

Gly Phe He He Ala Phe Val Leu Ala Phe Ser Val Gly Ala Asn Asp 

30 35 40 

gta gca aat tct ttt ggt aca get gtg ggc tea ggt gta gtg acc ctg 257 

Val Ala Asn Ser Phe Gly Thr Ala Val Gly Ser Gly Val Val Thr Leu 

45 50 55 



aag caa gcc tgc ate eta get age ate ttt gaa aca gtg ggc tct gtc 305 
Lys Gin Ala Cys He Leu Ala Ser He Phe Glu Thr Val Gly Ser Val 

60 65 70 75 



tta ctg ggg gcc aaa gtg age gaa acc ate egg aag ggc ttg att gac 
Leu Leu Gly Ala Lys Val Ser Glu Thr He Arg Lys Gly Leu lie Asp 

80 85 90 



353 



gtg gag atg tac aac teg act caa ggg ctg ctg atg gcc ggc tea gtc 401 
Val Glu Met Tyr Asn Ser Thr Gin Gly Leu Leu Met Ala Gly Ser Val 

95 100 105 



agt get atg ttt ggt tct get gtg tgg caa etc gtg get teg ttt ttg 449 
Ser Ala Met Phe Gly Ser Ala Val Trp Gin Leu Val Ala Ser Phe Leu 

110 115 120 
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aag etc cct att tct gga acc cat tgt att gtt ggt gca act att ggt 497 
Lys Leu Pro He Ser Gly Thr His Cys He Val Gly Ala Thr He Gly 

125 130 135 

ttc tec etc gtg gca aag ggg cag gag ggt gtc aag tgg tct gaa ctg 545 
Phe Ser Leu Val Ala Lys Gly Gin Glu Gly Val Lys Trp Ser Glu Leu 

140 145 150 155 

ata aaa att gtg atg tct tgg ttc gtg tec cca ctg ctt tct gga att 593 
He Lys He Val Met Ser Trp Phe Val Ser Pro Leu Leu Ser Gly He 

160 165 170 

atg tct gga att tta ttc ttc ctg gtt cgt gca ttc ate etc cat aag 641 
Met Ser Gly He Leu Phe Phe Leu Val Arg Ala Phe He Leu His Lys 

175 180 185 

gca gat cca gtt cct aat ggt ttg cga get ttg cca gtt ttc tat gee 689 
Ala Asp Pro Val Pro Asn Gly Leu Arg Ala Leu Pro Val Phe Tyr Ala 

190 195 200 

tgc aca gtt gga ata aac etc ttt tec ate atg tat act gga gca ccg 737 
Cys Thr Val Gly He Asn Leu Phe Ser lie Met Tyr Thr Gly Ala Pro 

205 210 215 

ttg ctg ggc ttt gac aaa ctt cct ctg tgg ggt acc ate etc ate teg 785 
Leu Leu Gly Phe Asp Lys Leu Pro Leu Trp Gly Thr He Leu He Ser 

220 225 230 235 
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gtg gga tgt gca gtt ttc tgt gcc ctt ate gtc tgg ttc ttt gta tgt 833 
Val Gly Cys Ala Val Phe Cys Ala Leu He Val Trp Phe Phe Val Cys 

240 245 250 

ccc agg atg aag aga aaa att gaa cga gaa ata aag tgt agt cct tct 881 
Pro Arg Met Lys Arg Lys He Glu Arg Glu He Lys Cys Ser Pro Ser 

255 260 265 

gaa age ccc tta atg gaa aaa aag aat age ttg aaa gaa gac cat gaa 929 
Glu Ser Pro Leu Met Glu Lys Lys Asn Ser Leu Lys Glu Asp His Glu 

270 275 280 

gaa aca aag ttg tct gtt ggt gat att gaa aac aag cat cct gtt tct 977 
Glu Thr Lys Leu Ser Val Gly Asp He Glu Asn Lys His Pro Val Ser 

285 290 295 

gag gta ggg cct gcc act gtg ccc etc cag get gtg gtg gag gag aga 1025 
Glu Val Gly Pro Ala Thr Val Pro Leu Gin Ala Val Val Glu Glu Arg 

300 305 310 315 

aca gtc tea ttc aaa ctt gga gat ttg gag gaa get cca gag aga gag 1073 
Thr Val Ser Phe Lys Leu Gly Asp Leu Glu Glu Ala Pro Glu Arg Glu 

320 325 330 

agg ctt ccc age gtg gac ttg aaa gag gaa ace age ata gat age acc 1121 
Arg Leu Pro Ser Val Asp Leu Lys Glu Glu Thr Ser He Asp Ser Thr 

335 340 345 

gtg aat ggt gca gtg cag ttg cct aat ggg aac ctt gtc cag ttc agt 1169 
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Val Asn Gly Ala Val Gin Leu Pro Asn G 1 y Asn Leu Val Gin Phe Ser 

350 355 360 

caa gcc gtc age aac caa ata aac tec agt ggc cac tac cag tat cac 1217 

Gin Ala Val Ser Asn Gin He Asn Ser Ser Gly His Tyr Gin Tyr His 

365 370 375 

ace gtg cat aag gat tec ggc ctg tac aaa gag eta etc cat aaa tta 1265 

Thr Val His Lys Asp Ser Gly Leu Tyr Lys Glu Leu Leu His Lys Leu 

380 385 390 395 

cat ctt gcc aag gtg gga gat tgc atg gga gac tec ggt gac aaa ccc 1313 

His Leu Ala Lys Val Gly Asp Cys Met Gly Asp Ser Gly Asp Lys Pro 

400 405 410 

tta agg cgc aat aat age tat act tec tat ace atg gca ata tgt ggc 1361 

Leu Arg Arg Asn Asn Ser Tyr Thr Ser Tyr Thr Met Ala He Cys Gly 

415 420 425 

atg cct ctg gat tea ttc cgt gcc aaa gaa ggt gaa cag aag ggc gaa 1409 

Met Pro Leu Asp Ser Phe Arg Ala Lys Glu Gly Glu Gin Lys Gly Glu 

430 435 440 

gaa atg gag aag ctg aca tgg cct aat gca gac tec aag aag cga att 1457 

Glu Met Glu Lys Leu Thr Trp Pro Asn Ala Asp Ser Lys Lys Arg He 

445 450 455 

cga atg gac agt tac ace agt tac tgc aat get gtg tct gac ctt cac 1505 

Arg Met Asp Ser Tyr Thr Ser Tyr Cys Asn Ala Val Ser Asp Leu His 
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460 465 470 475 

tea gca tct gag ata gac atg agt gtc aag gca gag atg ggt eta ggt 1553 
Ser Ala Ser Glu He Asp Met Ser Val Lys Ala Glu Met Gly Leu Gly 

480 485 490 

gac aga aaa gga agt aat ggc tct eta gaa gaa tgg tat gac cag gat 1601 
Asp Arg Lys Gly Ser Asn Gly Ser Leu Glu Glu Trp Tyr Asp Gin Asp 

495 500 505 

aag cct gaa gtc tct etc etc ttc cag ttc ctg cag ate ctt aca gee 1649 
Lys Pro Glu Val Ser Leu Leu Phe Gin Phe Leu Gin He Leu Thr Ala 

510 515 520 

tgc ttt ggg tea ttc gee cat ggt ggc aat gac gta age aat gee att 1697 
Cys Phe Gly Ser Phe Ala His Gly Gly Asn Asp Val Ser Asn Ala He 

525 530 535 

ggg cct ctg gtt get tta tat ttg gtt tat gac aca gga gat gtt tct 1745 
Gly Pro Leu Val Ala Leu Tyr Leu Val Tyr Asp Thr Gly Asp Val Ser 

540 545 550 555 

tea aaa gtg gca aca cca ata tgg ctt eta etc tat ggt ggt gtt ggt 1793 
Ser Lys Val Ala Thr Pro He Trp Leu Leu Leu Tyr Gly Gly Val Gly 

560 565 570 

ate tgt gtt ggt ctg tgg gtt tgg gga aga aga gtt ate cag ace atg 1841 
He Cys Val Gly Leu Trp Val Trp Gly Arg Arg Val He Gin Thr Met 

575 580 585 
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ggg aag gat ctg aca ccg ate aca ccc tct agt ggc ttc agt att gaa 1889 
Gly Lys Asp Leu Thr Pro He Thr Pro Ser Ser Gly Phe Ser He Glu 

590 595 600 

ctg gca tct gec etc act gtg gtg att gca tea aat att ggc ctt ccc 1937 
Leu Ala Ser Ala Leu Thr Val Val lie Ala Ser Asn He Gly Leu Pro 

605 610 615 

ate agt aca aca cat tgt aaa gtg ggc tct gtt gtg tct gtt ggc tgg 1985 
He Ser Thr Thr His Cys Lys Val Gly Ser Val Val Ser Val Gly Trp 

620 625 630 635 

etc egg tec aag aag get gtt gac tgg cgt etc ttt cgt aac att ttt 2033 
Leu Arg Ser Lys Lys Ala Val Asp Trp Arg Leu Phe Arg Asn He Phe 

640 645 650 

atg gee tgg ttt gtc aca gtc cct att tct gga gtt ate agt get gee 2081 
Met Ala Trp Phe Val Thr Val Pro lie Ser Gly Val He Ser Ala Ala 

655 660 665 

ate atg gca ate ttc aga tat gtc ate etc aga atg tgaagctgtt 2127 
He Met Ala He Phe Arg Tyr Val lie Leu Arg Met 

670 675 

tgagattaaa atttgtgtca atgtttggga ccatcttagg tattcctget cccctgaaga 2187 
atgattacag tgttaacaga agactgacaa gagtcttttt atttgggagc cagaggaggg 2247 
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aagtgttact tgtgctataa ctgcttttgt gctaaatatg aattgtctca aaattagctg 2307 



tgtaaaatag cccgggttcc actggctcct gctgaggtcc cctttccttc tgggctgtga 2367 



attcctgtac atatttctct actttttgta tcaggcttca attccattat gttttaatgt 2427 



tgtctctgaa gatgacttgt gatttttttt tctttttttt aaaccatgaa gagccgtttg 2487 



acagagcatg ctctgcgttg ttggtttcac cagcttctgc cctcacatgc acagggattt 2547 



aacaacaaaa atataactac aacttccctt gtagtctctt atataagtag agtccttggt 2607 



actctgccct cctgtcagta gtggcaggat ctattggcat attcgggagc ttcttagagg 2667 



gatgaggttc tttgaacaca gtgaaaattt aaattagtaa cttttttgca agcagtttat 2727 



tgactgttat tgctaagaag aagtaagaaa gaaaaagcct gttggcaatc ttggttattt 2787 



ctttaagatt tctggcagtg tgggatggat gaatgaagtg gaatgtgaac tttgggcaag 2847 



ttaaatggga cagccttcca tgttcatttg tctacctctt aactgaataa aaaagcctac 2907 



agtttttag 2916 



<210> 125 

<211> 288 

<212> PRT 

<213> Homo sapiens 
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<400> 125 

Met Glu Arg Pro Gin Pro Asp Ser Met Pro Gin Asp Leu Ser Glu Ala 

15 10 15 

Leu Lys Glu Ala Thr Lys Glu Val His Thr Gin Ala Glu Asn Ala Glu 

20 25 30 

Phe Met Arg Asn Phe Gin Lys Gly Gin Val Thr Arg Asp Gly Phe Lys 

35 40 45 

Leu Val Met Ala Ser Leu Tyr His lie Tyr Val Ala Leu Glu Glu Glu 

50 55 60 

He Glu Arg Asn Lys Glu Ser Pro Val Phe Ala Pro Val Tyr Phe Pro 

65 70 75 80 

Glu Glu Leu His Arg Lys Ala Ala Leu Glu Gin Asp Leu Ala Phe Trp 

85 90 95 

Tyr Gly Pro Arg Trp Gin Glu Val He Pro Tyr Thr Pro Ala Met Gin 

100 105 110 

Arg Tyr Val Lys Arg Leu His Glu Val Gly Arg Thr Glu Pro Glu Leu 

115 120 125 

Leu Val Ala His Ala Tyr Thr Arg Tyr Leu Gly Asp Leu Ser Gly Gly 

130 135 140 
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Gin Val Leu Lys Lys lie Ala Gin Lys Ala Leu Asp Leu Pro Ser Ser 

145 150 155 160 

Gly Glu Gly Leu Ala Phe Phe Thr Phe Pro Asn He Ala Ser Ala Thr 

165 170 175 

Lys Phe Lys Gin Leu Tyr Arg Ser Arg Met Asn Ser Leu Glu Met Thr 

180 185 190 

Pro Ala Val Arg Gin Arg Val He Glu Glu Ala Lys Thr Ala Phe Leu 

195 200 205 

Leu Asn He Gin Leu Phe Glu Glu Leu Gin Glu Leu Leu Thr His Asp 

210 215 220 

Thr Lys Asp Gin Ser Pro Ser Arg Ala Pro Gly Leu Arg Gin Arg Ala 

225 230 235 240 

Ser Asn Lys Val Gin Asp Ser Ala Pro Val Glu Thr Pro Arg Gly Lys 

245 250 255 

Pro Pro Leu Asn Thr Arg Ser Gin Ala Pro Leu Leu Arg Trp Val Leu 

260 265 270 

Thr Leu Ser Phe Leu Val Ala Thr Val Ala Val Gly Leu Tyr Ala Met 

275 280 285 



<210> 126 
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<211> 1550 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (81).. (944) 

<400> 126 

tcaacgcctg cctcccctcg agcgtcctca gcgcagccgc cgcccgcgga gccagcacga 60 

acgagcccag caccggccgg atg gag cgt ccg caa ccc gac age atg ccc cag 113 

Met Glu Arg Pro Gin Pro Asp Ser Met Pro Gin 

1 5 10 

gat ttg tea gag gcc ctg aag gag gcc acc aag gag gtg cac acc cag 161 
Asp Leu Ser Glu Ala Leu Lys Glu Ala Thr Lys Glu Val His Thr Gin 

15 20 25 

gca gag aat get gag ttc atg agg aac ttt cag aag ggc cag gtg acc 209 
Ala Glu Asn Ala Glu Phe Met Arg Asn Phe Gin Lys Gly Gin Val Thr 

30 35 40 

cga gac ggc ttc aag ctg gtg atg gcc tec ctg tac cac ate tat gtg 257 
Arg Asp Gly Phe Lys Leu Val Met Ala Ser Leu Tyr His lie Tyr Val 

45 50 55 

gcc ctg gag gag gag att gag cgc aac aag gag age cca gtc ttc gcc 305 
Ala Leu Glu Glu Glu He Glu Arg Asn Lys Glu Ser Pro Val Phe Ala 
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60 



65 



70 



75 



cct gtc tac ttc cca gaa gag ctg cac cgc aag get gec ctg gag cag 353 
Pro Val Tyr Phe Pro Glu Glu Leu His Arg Lys Ala Ala Leu Glu Gin 

80 85 90 

gac ctg gec ttc tgg tac ggg ccc cgc tgg cag gag gtc ate ccc tac 401 
Asp Leu Ala Phe Trp Tyr Gly Pro Arg Trp Gin Glu Val lie Pro Tyr 

95 100 105 

aca cca gee atg cag cgc tat gtg aag egg etc cac gag gtg ggg cgc 449 
Thr Pro Ala Met Gin Arg Tyr Val Lys Arg Leu His Glu Val Gly Arg 

110 115 120 

aca gag ccc gag ctg ctg gtg gee cac gee tac ace cgc tac ctg ggt 497 
Thr Glu Pro Glu Leu Leu Val Ala His Ala Tyr Thr Arg Tyr Leu Gly 

125 130 135 

gac ctg tct ggg ggc cag gtg etc aaa aag att gec cag aaa gee ctg 545 
Asp Leu Ser Gly Gly Gin Val Leu Lys Lys lie Ala Gin Lys Ala Leu 

140 145 150 155 

gac ctg ccc age tct ggc gag ggc ctg gee ttc ttc ace ttc ccc aac 593 
Asp Leu Pro Ser Ser Gly Glu Gly Leu Ala Phe Phe Thr Phe Pro Asn 

160 165 170 

att gec agt gec acc aag ttc aag cag etc tac cgc tec cgc atg aac 641 
lie Ala Ser Ala Thr Lys Phe Lys Gin Leu Tyr Arg Ser Arg Met Asn 

175 180 185 



5 1 1 



aji£f$ 2001-31 16645 



#2001-254018 



tec ctg gag atg act ccc gca gtc agg cag agg gtg ata gaa gag gec 689 

Ser Leu Glu Met Thr Pro Ala Val Arg Gin Arg Val He Glu Glu Ala 

190 195 200 

aag act gcg ttc ctg etc aac ate cag etc ttt gag gag ttg cag gag 737 

Lys Thr Ala Phe Leu Leu Asn He Gin Leu Phe Glu Glu Leu Gin Glu 

205 210 215 

ctg ctg ace cat gac acc aag gac cag age ccc tea egg gca cca ggg 785 

Leu Leu Thr His Asp Thr Lys Asp Gin Ser Pro Ser Arg Ala Pro Gly 

220 225 230 235 

ctt cgc cag egg gee age aac aaa gtg caa gat tct gee ccc gtg gag 833 

Leu Arg Gin Arg Ala Ser Asn Lys Val Gin Asp Ser Ala Pro Val Glu 

240 245 250 

act ccc aga ggg aag ccc cca etc aac acc cgc tec cag get ccg ctt 881 

Thr Pro Arg Gly Lys Pro Pro Leu Asn Thr Arg Ser Gin Ala Pro Leu 

255 260 265 

etc cga tgg gtc ctt aca etc age ttt ctg gtg gcg aca gtt get gta 929 

Leu Arg Trp Val Leu Thr Leu Ser Phe Leu Val Ala Thr Val Ala Val 

270 275 280 

ggg ctt tat gee atg tgaatgeagg catgetgget cccagggcca tgaactttgt 984 
Gly Leu Tyr Ala Met 

285 
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ccggtggaag gccttctttc tagagaggga attctcttgg ctggcttcct taccgtgggc 1044 



actgaaggct ttcagggcct ccagccctct cactgtgtcc ctctctctgg aaaggaggaa 1104 



ggagcctatg gcatcttccc caacgaaaag cacatccagg caatggccta aacttcagag 1164 



ggggcgaagg ggtcagccct gcccttcagc atcctcagtt cctgcagcag agcctggaag 1224 



acaccctaat gtggcagctg tctcaaacct ccaaaagccc tgagtttcaa gtatccttgt 1284 



tgacacggcc atgaccactt tccccgtggg ccatggcaat ttttacacaa acctgaaaag 1344 



atgttgtgtc ttgtgttttt gtcttatttt tgttggagcc actctgttcc tggctcagcc 1404 



tcaaatgcag tatttttgtt gtgttctgtt gtttttatag cagggttggg gtggtttttg 1464 



agccatgcgt gggtgggg^g ggaggtgttt aacggcactg tggccttggt ctaacttttg 1524 



tgtgaaataa taaacaacat tgtctg 1550 



<210> 127 
<211> 135 
<212> PRT 

<213> Homo sapiens 

<400> 127 

Met Ala Cys Gly Leu Val Ala Ser Asn Leu Asn Leu Lys Pro Gly Glu 

15 10 15 
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Cys Leu Arg Val Arg Gly Glu Val Ala Pro Asp Ala Lys Ser Phe Val 

20 25 30 

Leu Asn Leu Gly Lys Asp Ser Asn Asn Leu Cys Leu His Phe Asn Pro 

35 40 45 

Arg Phe Asn Ala His Gly Asp Ala Asn Thr He Val Cys Asn Ser Lys 

50 55 60 

Asp Gly Gly Ala Trp Gly Thr Glu Gin Arg Glu Ala Val Phe Pro Phe 

65 70 75 80 

Gin Pro Gly Ser Val Ala Glu Val Cys He Thr Phe Asp Gin Ala Asn 

85 90 95 

Leu Thr Val Lys Leu Pro Asp Gly Tyr Glu Phe Lys Phe Pro Asn Arg 

100 105 110 

Leu Asn Leu Glu Ala He Asn Tyr Met Ala Ala Asp Gly Asp Phe Lys 

115 120 125 



He Lys Cys Val Ala Phe Asp 

130 135 



<210> 128 
<211> 507 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> CDS 

<222> (50).. (454) 



<400> 128 

cttctgacag ctggtgcgcc tgcccgggaa catcctcctg gactcaatc atg get tgt 58 

Met Ala Cys 
1 



ggt ctg gtc gec age aac ctg aat etc aaa cct gga gag tgc ctt cga 106 
Gly Leu Val Ala Ser Asn Leu Asn Leu Lys Pro Gly Glu Cys Leu Arg 

5 10 15 



gtg cga ggc gag gtg get cct gac get aag age ttc gtg ctg aac ctg 154 

Val Arg Gly Glu Val Ala Pro Asp Ala Lys Ser Phe Val Leu Asn Leu 

20 25 30 35 

ggc aaa gac age aac aac ctg tgc ctg cac ttc aac cct cgc ttc aac 202 

Gly Lys Asp Ser Asn Asn Leu Cys Leu His Phe Asn Pro Arg Phe Asn 

40 45 50 



gec cac ggc gac gee aac acc ate gtg tgc aac age aag gac ggc ggg 250 
Ala His Gly Asp Ala Asn Thr He Val Cys Asn Ser Lys Asp Gly Gly 

55 60 65 



g cc tgg ggg acc gag cag egg gag get gtc ttt ccc ttc cag cct gga 298 
Ala Trp Gly Thr Glu Gin Arg Glu Ala Val Phe Pro Phe Gin Pro Gly 
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agt gtt gca gag gtg tgc ate acc ttc gac cag gcc aac ctg acc gtc 346 
Ser Val Ala Glu Val Cys He Thr Phe Asp Gin Ala Asn Leu Thr Val 

85 90 95 

aag ctg cca gat gga tac gaa ttc aag ttc ccc aac cgc etc aac ctg 394 
Lys Leu Pro Asp Gly Tyr Glu Phe Lys Phe Pro Asn Arg Leu Asn Leu 

100 105 110 115 

gag gcc ate aac tac atg gca get gac ggt gac ttc aag ate aaa tgt 442 
Glu Ala He Asn Tyr Met Ala Ala Asp Gly Asp Phe Lys He Lys Cys 

120 125 130 

gtg gcc ttt gac tgaaatcagc cagcccatgg cccccaataa aggcagctgc 494 
Val Ala Phe Asp 

135 

ctctgctccc ctg 507 



<210> 129 
<211> 662 
<212> PRT 

<213> Homo sapiens 

<400> 129 

Met Asn Lys Glu He Pro Asn Gly Asn Thr Ser Glu Leu He Phe Asn 

15 10 15 
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Ala Val His Val Lys Asp Ala Gly Phe Tyr Val Cys Arg Val Asn Asn 

20 25 30 

Asn Phe Thr Phe Glu Phe Ser Gin Trp Ser Gin Leu Asp Val Cys Asp 

35 40 45 

lie Pro Glu Ser Phe Gin Arg Ser Val Asp Gly Val Ser Glu Ser Lys 

50 55 60 

Leu Gin He Cys Val Glu Pro Thr Ser Gin Lys Leu Met Pro Gly Ser 

65 70 75 80 

Thr Leu Val Leu Gin Cys Val Ala Val Gly Ser Pro lie Pro His Tyr 

85 90 95 

Gin Trp Phe Lys Asn Glu Leu Pro Leu Thr His Glu Thr Lys Lys Leu 

100 105 110 

Tyr Met Val Pro Tyr Val Asp Leu Glu His Gin Gly Thr Tyr Trp Cys 

115 120 125 

His Val Tyr Asn Asp Arg Asp Ser Gin Asp Ser Lys Lys Val Glu He 

130 135 140 

He He Gly Arg Thr Asp Glu Ala Val Glu Cys Thr Glu Asp Glu Leu 

145 150 155 160 



Asn Asn Leu Gly His Pro Asp Asn Lys Glu Gin Thr Thr Asp Gin Pro 
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165 



170 



175 



Leu Ala Lys Asp Lys Val Ala Leu Leu He Gly Asn Met Asn Tyr Arg 

180 185 190 

Glu His Pro Lys Leu Lys Ala Pro Leu Val Asp Val Tyr Glu Leu Thr 

195 200 205 

Asn Leu Leu Arg Gin Leu Asp Phe Lys Val Val Ser Leu Leu Asp Leu 

210 215 220 

Thr Glu Tyr Glu Met Arg Asn Ala Val Asp Glu Phe Leu Leu Leu Leu 

225 230 235 240 

Asp Lys Gly Val Tyr Gly Leu Leu Tyr Tyr Ala Gly His Gly Tyr Glu 

245 250 255 

Asn Phe Gly Asn Ser Phe Met Val Pro Val Asp Ala Pro Asn Pro Tyr 

260 265 270 

Arg Ser Glu Asn Cys Leu Cys Val Gin Asn He Leu Lys Leu Met Gin 

275 280 285 

Glu Lys Glu Thr Gly Leu Asn Val Phe Leu Leu Asp Met Cys Arg Lys 

290 295 300 



Arg Asn Asp Tyr Asp Asp Thr He Pro He Leu Asp Ala Leu Lys Val 

305 310 315 320 
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Thr Ala Asn lie Val Phe Gly Tyr Ala Thr Cys Gin Gly Ala Glu Ala 

325 330 335 

Phe Glu lie Gin His Ser Gly Leu Ala Asn Gly lie Phe Met Lys Phe 

340 345 350 

Leu Lys Asp Arg Leu Leu Glu Asp Lys Lys He Thr Val Leu Leu Asp 

355 360 365 

Glu Val Ala Glu Asp Met Gly Lys Cys His Leu Thr Lys Gly Lys Gin 

370 375 380 

Ala Leu Glu He Arg Ser Ser Leu Ser Glu Lys Arg Ala Leu Thr Asp 

385 390 395 400 

Pro He Gin Gly Thr Glu Tyr Ser Ala Glu Ser Leu Val Arg Asn Leu 

405 410 415 

Gin Trp Ala Lys Ala His Glu Leu Pro Glu Ser Met Cys Leu Lys Phe 

420 425 430 

Asp Cys Gly Val Gin He Gin Leu Gly Phe Ala Ala Glu Phe Ser Asn 

435 440 445 

Val Met He lie Tyr Thr Ser He Val Tyr Lys Pro Pro Glu He He 

450 455 460 

Met Cys Asp Ala Tyr Val Thr Asp Phe Pro Leu Asp Leu Asp He Asp 

465 470 475 480 
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Pro Lys Asp Ala Asn Lys Gly Thr Pro Glu Glu Thr Gly Ser Tyr Leu 

485 490 495 

Val Ser Lys Asp Leu Pro Lys His Cys Leu Tyr Thr Arg Leu Ser Ser 

500 505 510 

Leu Gin Lys Leu Lys Glu His Leu Val Phe Thr Val Cys Leu Ser Tyr 

515 520 525 

Gin Tyr Ser Gly Leu Glu Asp Thr Val Glu Asp Lys Gin Glu Val Asn 

530 535 540 

Val Gly Lys Pro Leu He Ala Lys Leu Asp Met His Arg Gly Leu Gly 

545 550 555 560 

Arg Lys Thr Cys Phe Gin Thr Cys Leu Met Ser Asn Gly Pro Tyr Gin 

565 570 575 



Ser Ser Ala Ala Thr Ser Gly Gly Ala Gly His Tyr His Ser Leu Gin 

580 585 590 



Asp Pro Phe His Gly Val Tyr His Ser His Pro Gly Asn Pro Ser Asn 

595 600 605 

Val Thr Pro Ala Asp Ser Cys His Cys Ser Arg Thr Pro Asp Ala Phe 

610 615 620 

He Ser Ser Phe Ala His His Ala Ser Cys His Phe Ser Arg Ser Asn 



5 2 0 



ffilE^ 2001-31 16645 



#2001-254018 



625 



630 



635 



640 



Val Pro Val Glu Thr Thr Asp Glu lie Pro Phe Ser Phe Ser Asp Arg 

645 650 655 



Leu Arg I le Ser Glu Lys 

660 



• <210> 130 

<211> 2251 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (74).. (2059) 
^ <400> 130 

cttggctgga cagtttgtga aactgtgttg ccgggcaact ggacatcctt ttgttcaata 60 

tcagtggttc aaa atg aat aaa gag att cca aat gga aat aca tea gag 109 
Met Asn Lys Glu He Pro Asn Gly Asn Thr Ser Glu 

1 5 10 

ctt att ttt aat gca gtg cat gta aaa gat gca ggc ttt tat gtc tgt 157 
Leu He Phe Asn Ala Val His Val Lys Asp Ala Gly Phe Tyr Val Cys 

15 20 25 
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cga gtt aat aac aat ttc acc ttt gaa ttc age cag tgg tea cag ctg 205 
Arg Val Asn Asn Asn Phe Thr Phe Glu Phe Ser Gin Trp Ser Gin Leu 

30 35 40 

gat gtt tgc gac ate cca gag age ttc cag aga agt gtt gat ggc gtc 253 
Asp Val Cys Asp He Pro Glu Ser Phe Gin Arg Ser Val Asp Gly Val 

45 50 55 60 

tct gaa tec aag ttg caa ate tgt gtt gaa cca act tec caa aag ctg 301 
Ser Glu Ser Lys Leu Gin He Cys Val Glu Pro Thr Ser Gin Lys Leu 

65 70 75 

atg cca ggc age aca ttg gtt tta cag tgt gtt get gtt gga age cct 349 
Met Pro Gly Ser Thr Leu Val Leu Gin Cys Val Ala Val Gly Ser Pro 

80 85 90 

att cct cac tac cag tgg ttc aaa aat gaa tta cca tta aca cat gag 397 
lie Pro His Tyr Gin Trp Phe Lys Asn Glu Leu Pro Leu Thr His Glu 

95 100 105 

acc aaa aag eta tac atg gtg cct tat gtg gat ttg gaa cac caa gga 445 
Thr Lys Lys Leu Tyr Met Val Pro Tyr Val Asp Leu Glu His Gin Gly 

110 115 120 

acc tac tgg tgt cat gta tat aat gat cga gac agt caa gat age aag 493 
Thr Tyr Trp Cys His Val Tyr Asn Asp Arg Asp Ser Gin Asp Ser Lys 

125 130 135 140 

aag gta gaa ate ate ata gga aga aca gat gag gca gtg gag tgc act 541 
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Lys Val Glu lie He lie Gly Arg Thr Asp Glu Ala Val Glu Cys Thr 

145 150 155 

gaa gat gaa tta aat aat ctt ggt cat cct gat aat aaa gag caa aca 589 
Glu Asp Glu Leu Asn Asn Leu Gly His Pro Asp Asn Lys Glu Gin Thr 

160 165 170 

act gac cag cct ttg gcg aag gac aag gtt gcc ctt ttg ata gga aat 637 
Thr Asp Gin Pro Leu Ala Lys Asp Lys Val Ala Leu Leu He Gly Asn 

175 180 185 

atg aat tac egg gag cac ccc aag etc aaa get cct ttg gtg gat gtg 685 
Met Asn Tyr Arg Glu His Pro Lys Leu Lys Ala Pro Leu Val Asp Val 

190 195 200 

tac gaa ttg act aac tta ctg aga cag ctg gac ttc aaa gtg gtt tea 733 
Tyr Glu Leu Thr Asn Leu Leu Arg Gin Leu Asp Phe Lys Val Val Ser 

205 210 215 220 

ctg ttg gat ctt act gaa tat gag atg cgt aat get gtg gat gag ttt 781 
Leu Leu Asp Leu Thr Glu Tyr Glu Met Arg Asn Ala Val Asp Glu Phe 

225 230 235 

tta etc ctt tta gac aag gga gta tat ggg tta tta tat tat gca gga 829 
Leu Leu Leu Leu Asp Lys Gly Val Tyr Gly Leu Leu Tyr Tyr Ala Gly 

240 245 250 



cat ggt tat gaa aat ttt ggg aac age ttc atg gtc ccc gtt gat get 877 
His Gly Tyr Glu Asn Phe Gly Asn Ser Phe Met Val Pro Val Asp Ala 



5 2 3 



ffi|E# 2001-3116645 



#2001-254018 



255 



260 



265 



cca aat cca tat agg tct gaa aat tgt ctg tgt gta caa aat ata ctg 925 
Pro Asn Pro Tyr Arg Ser Glu Asn Cys Leu Cys Val Gin Asn lie Leu 

270 275 280 



aaa ttg atg caa gaa aaa gaa act gga ctt aat gtg ttc tta ttg gat 973 

Lys Leu Met Gin Glu Lys Glu Thr Gly Leu Asn Val Phe Leu Leu Asp 

285 290 295 300 

atg tgt agg aaa aga aat gac tac gat gat acc att cca ate ttg gat 1021 

Met Cys Arg Lys Arg Asn Asp Tyr Asp Asp Thr He Pro He Leu Asp 

305 310 315 



gca eta aaa gtc acc gec aat att gtg ttt gga tat gec acg tgt caa 1069 
Ala Leu Lys Val Thr Ala Asn He Val Phe Gly Tyr Ala Thr Cys Gin 

320 325 330 



gga gca gaa get ttt gaa ate cag cat tct gga ttg gca aat gga ate 
Gly Ala Glu Ala Phe Glu He Gin His Ser Gly Leu Ala Asn Gly He 

335 340 345 



1117 



ttt atg aaa ttt tta aaa gac aga tta tta gaa gat aag aaa ate act 1165 
Phe Met Lys Phe Leu Lys Asp Arg Leu Leu Glu Asp Lys Lys He Thr 

350 355 360 



gtg tta ctg gat gaa gtt gca gaa gat atg ggt aag tgt cac ctt acc 1213 
Val Leu Leu Asp Glu Val Ala Glu Asp Met Gly Lys Cys His Leu Thr 

365 370 375 380 
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aaa ggc aaa cag get eta gag att cga agt agt tta tct gag aag aga 1261 
Lys Gly Lys Gin Ala Leu Glu lie Arg Ser Ser Leu Ser Glu Lys Arg 

385 390 395 

gca ctt act gat cca ata cag gga aca gaa tat tct get gaa tct ctt 1309 
Ala Leu Thr Asp Pro He Gin Gly Thr Glu Tyr Ser Ala Glu Ser Leu 

400 405 410 

gtg egg aat eta cag tgg gee aag get cat gaa ctt cca gaa agt atg 1357 
Val Arg Asn Leu Gin Trp Ala Lys Ala His Glu Leu Pro Glu Ser Met 

415 420 425 

tgt ctt aag ttt gac tgt ggt gtt cag att caa tta gga ttt gca get 1405 
Cys Leu Lys Phe Asp Cys Gly Val Gin He Gin Leu Gly Phe Ala Ala 

430 435 440 

gag ttt tec aat gtc atg ate ate tat aca agt ata gtt tac aaa cca 1453 
Glu Phe Ser Asn Val Met He He Tyr Thr Ser He Val Tyr Lys Pro 

445 450 455 460 

ccg gag ata ata atg tgt gat gee tac gtt act gat ttt cca ctt gat 1501 
Pro Glu He He Met Cys Asp Ala Tyr Val Thr Asp Phe Pro Leu Asp 

465 470 475 

eta gat att gat cca aaa gat gca aat aaa ggc aca cct gaa gaa act 1549 
Leu Asp He Asp Pro Lys Asp Ala Asn Lys Gly Thr Pro Glu Glu Thr 

480 485 490 
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ggc age tac ttg gta tea aag gat ctt ccc aag cat tgc etc tat ace 1597 

Gly Ser Tyr Leu Val Ser Lys Asp Leu Pro Lys His Cys Leu Tyr Thr 

495 500 505 

aga etc agt tea ctg caa aaa tta aag gaa cat eta gtc ttc aca gta 1645 

Arg Leu Ser Ser Leu Gin Lys Leu Lys Glu His Leu Val Phe Thr Val 

510 515 520 

tgt tta tea tat cag tac tea gga ttg gaa gat act gta gag gac aag 1693 

Cys Leu Ser Tyr Gin Tyr Ser Gly Leu Glu Asp Thr Val Glu Asp Lys 

525 530 535 540 

cag gaa gtg aat gtt ggg aaa cct etc att get aaa tta gac atg cat 1741 

Gin Glu Val Asn Val Gly Lys Pro Leu He Ala Lys Leu Asp Met His 

545 550 555 

cga ggt ttg gga agg aag act tgc ttt caa act tgt ctt atg tct aat 1789 

Arg Gly Leu Gly Arg Lys Thr Cys Phe Gin Thr Cys Leu Met Ser Asn 

560 565 570 

ggt cct tac cag agt tct gca gec ace tea gga gga gca ggg cat tat 1837 

Gly Pro Tyr Gin Ser Ser Ala Ala Thr Ser Gly Gly Ala Gly His Tyr 

575 580 585 

cac tea ttg caa gac cca ttc cat ggt gtt tac cat tea cat cct ggt 1885 

His Ser Leu Gin Asp Pro Phe His Gly Val Tyr His Ser His Pro Gly 

590 595 600 

aat cca agt aat gtt aca cca gca gat age tgt cat tgc age egg act 1933 
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Asn Pro Ser Asn Val Thr Pro Ala Asp Ser Cys His Cys Ser Arg Thr 

605 610 615 620 

cca gat gca ttt att tea agt ttc get cac cat get tea tgt cat ttt 1981 
Pro Asp Ala Phe He Ser Ser Phe Ala His His Ala Ser Cys His Phe 

625 630 635 

agt aga agt aat gtg cca gta gag aca act gat gaa ata cca ttt agt 2029 
Ser Arg Ser Asn Val Pro Val Glu Thr Thr Asp Glu He Pro Phe Ser 

640 645 650 

ttc tct gac agg etc aga att tct gaa aaa tgacctcctt gtttttgaaa 2079 
Phe Ser Asp Arg Leu Arg He Ser Glu Lys 

655 660 

gttagcataa ttttagatgc ctgtgaaata gtactgeact tacataaagt gagacattgt 2139 
gaaaaggcaa atttgtatat gtagagaaag aatagtagta actgtttcat agcaaacttc 2199 
aggactttga gatgttgaaa ttacattatt taattacaga cttcctcttt ct 2251 



<210> 131 
<211> 824 
<212> PRT 

<213> Homo sapiens 

<400> 131 

Met Ser Leu Leu Gly Asp Pro Leu Gin Ala Leu Pro Pro Ser Ala Ala 



5 2 7 



ffilE^ 2001-31 16645 



#2001-254018 



10 



15 



Pro Thr Gly Pro Leu Leu Ala Pro Pro Ala Gly Ala Thr Leu Asn Arg 

20 25 30 

Leu Arg Glu Pro Leu Leu Arg Arg Leu Ser Glu Leu Leu Asp Gin Ala 

35 40 45 

Pro Glu Gly Arg Gly Trp Arg Arg Leu Ala Glu Leu Ala Gly Ser Arg 

50 55 60 

Gly Arg Leu Arg Leu Ser Cys Leu Asp Leu Glu Gin Cys Ser Leu Lys 

65 70 75 80 

Val Leu Glu Pro Glu Gly Ser Pro Ser Leu Cys Leu Leu Lys Leu Met 

85 90 95 

Gly Glu Lys Gly Cys Thr Val Thr Glu Leu Ser Asp Phe Leu Gin Ala 

100 105 110 

Met Glu His Thr Glu Val Leu Gin Leu Leu Ser Pro Pro Gly He Lys 

115 120 125 

He Thr Val Asn Pro Glu Ser Lys Ala Val Leu Ala Gly Gin Phe Val 

130 135 140 



Lys Leu Cys Cys Arg Ala Thr Gly His Pro Phe Val Gin Tyr Gin Trp 

145 150 155 160 
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Phe Lys Met Asn Lys Glu He Pro Asn Gly Asn Thr Ser Glu Leu He 

165 170 175 

Phe Asn Ala Val His Val Lys Asp Ala Gly Phe Tyr Val Cys Arg Val 

180 185 190 

Asn Asn Asn Phe Thr Phe Glu Phe Ser Gin Trp Ser Gin Leu Asp Val 

195 200 205 

Cys Asp He Pro Glu Ser Phe Gin Arg Ser Val Asp Gly Val Ser Glu 

210 215 220 

Ser Lys Leu Gin lie Cys Val Glu Pro Thr Ser Gin Lys Leu Met Pro 

225 230 235 240 

Gly Ser Thr Leu Val Leu Gin Cys Val Ala Val Gly Ser Pro He Pro 

245 250 255 

His Tyr Gin Trp Phe Lys Asn Glu Leu Pro Leu Thr His Glu Thr Lys 

260 265 270 

Lys Leu Tyr Met Val Pro Tyr Val Asp Leu Glu His Gin Gly Thr Tyr 

275 280 285 

Trp Cys His Val Tyr Asn Asp Arg Asp Ser Gin Asp Ser Lys Lys Val 

290 295 300 



Glu He He He Gly Arg Thr Asp Glu Ala Val Glu Cys Thr Glu Asp 

305 310 315 320 
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Glu Leu Asn Asn Leu Gly His Pro Asp Asn Lys Glu Gin Thr Thr Asp 

325 330 335 

Gin Pro Leu Ala Lys Asp Lys Val Ala Leu Leu He Gly Asn Met Asn 

340 345 350 

Tyr Arg Glu His Pro Lys Leu Lys Ala Pro Leu Val Asp Val Tyr Glu 

355 360 365 

Leu Thr Asn Leu Leu Arg Gin Leu Asp Phe Lys Val Val Ser Leu Leu 

370 375 380 

Asp Leu Thr Glu Tyr Glu Met Arg Asn Ala Val Asp Glu Phe Leu Leu 

385 390 395 400 

Leu Leu Asp Lys Gly Val Tyr Gly Leu Leu Tyr Tyr Ala Gly His Gly 

405 410 415 

Tyr Glu Asn Phe Gly Asn Ser Phe Met Val Pro Val Asp Ala Pro Asn 

420 425 430 

Pro Tyr Arg Ser Glu Asn Cys Leu Cys Val Gin Asn He Leu Lys Leu 

435 440 445 

Met Gin Glu Lys Glu Thr Gly Leu Asn Val Phe Leu Leu Asp Met Cys 

450 455 460 



Arg Lys Arg Asn Asp Tyr Asp Asp Thr He Pro He Leu Asp Ala Leu 
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465 



470 



475 



480 



Lys Val Thr Ala Asn He Val Phe Gly Tyr Ala Thr Cys Gin Gly Ala 

485 490 495 

Glu Ala Phe Glu He Gin His Ser Gly Leu Ala Asn Gly He Phe Met 

500 505 510 

Lys Phe Leu Lys Asp Arg Leu Leu Glu Asp Lys Lys lie Thr Val Leu 

515 520 525 

Leu Asp Glu Val Ala Glu Asp Met Gly Lys Cys His Leu Thr Lys Gly 

530 535 540 

Lys Gin Ala Leu Glu He Arg Ser Ser Leu Ser Glu Lys Arg Ala Leu 

545 550 555 560 

Thr Asp Pro He Gin Gly Thr Glu Tyr Ser Ala Glu Ser Leu Val Arg 

565 570 575 

Asn Leu Gin Trp Ala Lys Ala His Glu Leu Pro Glu Ser Met Cys Leu 

580 585 590 

Lys Phe Asp Cys Gly Val Gin He Gin Leu Gly Phe Ala Ala Glu Phe 

595 600 605 



Ser Asn Val Met He He Tyr Thr Ser He Val Tyr Lys Pro Pro Glu 

610 615 620 
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He He Met Cys Asp Ala Tyr Val Thr Asp Phe Pro Leu Asp Leu Asp 

625 630 635 640 

He Asp Pro Lys Asp Ala Asn Lys Gly Thr Pro Glu Glu Thr Gly Ser 

645 650 655 

Tyr Leu Val Ser Lys Asp Leu Pro Lys His Cys Leu Tyr Thr Arg Leu 

660 665 670 

Ser Ser Leu Gin Lys Leu Lys Glu His Leu Val Phe Thr Val Cys Leu 

675 680 685 

Ser Tyr Gin Tyr Ser Gly Leu Glu Asp Thr Val Glu Asp Lys Gin Glu 

690 695 700 

Val Asn Val Gly Lys Pro Leu He Ala Lys Leu Asp Met His Arg Gly 

705 710 715 720 

Leu Gly Arg Lys Thr Cys Phe Gin Thr Cys Leu Met Ser Asn Gly Pro 

725 730 735 

Tyr Gin Ser Ser Ala Ala Thr Ser Gly Gly Ala Gly His Tyr His Ser 

740 745 750 

Leu Gin Asp Pro Phe His Gly Val Tyr His Ser His Pro Gly Asn Pro 

755 760 765 



Ser Asn Val Thr Pro Ala Asp Ser Cys His Cys Ser Arg Thr Pro Asp 

770 775 780 
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Ala Phe lie Ser Ser Phe Ala His His Ala Ser Cys His Phe Ser Arg 

785 790 795 800 

Ser Asn Val Pro Val Glu Thr Thr Asp Glu He Pro Phe Ser Phe Ser 

805 810 815 

Asp Arg Leu Arg He Ser Glu Lys 

820 



<210> 132 
<211> 2828 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (165) .. (2636) 
<400> 132 

ggggcgggga gcggacttcc tcctctgagg gccgtgccgc gctgccagat ttgttcttcc 60 

gcccctgcct ccgcggctcg gaggcgagcg gaaggtgccc cggggccgag gcccgtgacg 120 

gggcgggcgg gagccccggc agtccggggt cgccggcgag ggcc atg teg ctg ttg 176 

Met Ser Leu Leu 

1 
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ggg gac ccg eta cag gec ctg ccg ccc teg gec gec ccc acg ggg ccg 224 
Gly Asp Pro Leu Gin Ala Leu Pro Pro Ser Ala Ala Pro Thr Gly Pro 

5 10 15 20 



ctg etc gee cct ccg gec ggc gcg ace etc aac cgc ctg egg gag ccg 272 
Leu Leu Ala Pro Pro Ala Gly Ala Thr Leu Asn Arg Leu Arg Glu Pro 

25 30 35 



ctg ctg egg agg etc age gag etc ctg gat cag gcg ccc gag ggc egg 320 
Leu Leu Arg Arg Leu Ser Glu Leu Leu Asp Gin Ala Pro Glu Gly Arg 

40 45 50 



ggc tgg agg aga ctg gcg gag ctg gcg ggg agt cgc ggg cgc etc cgc 368 

Gly Trp Arg Arg Leu Ala Glu Leu Ala Gly Ser Arg Gly Arg Leu Arg 

55 60 65 

etc agt tgc eta gac ctg gag cag tgt tct ctt aag gta ctg gag cct 416 

Leu Ser Cys Leu Asp Leu Glu Gin Cys Ser Leu Lys Val Leu Glu Pro 

70 75 80 

gaa gga age ccc age ctg tgt ctg ctg aag tta atg ggt gaa aaa ggt 464 

Glu Gly Ser Pro Ser Leu Cys Leu Leu Lys Leu Met Gly Glu Lys Gly 

85 90 95 100 



tgc aca gtc aca gaa ttg agt gat ttc ctg cag get atg gaa cac act 512 
Cys Thr Val Thr Glu Leu Ser Asp Phe Leu Gin Ala Met Glu His Thr 

105 110 115 



gaa gtt ctt cag ctt etc age ccc cca gga ata aag att act gta aac 560 
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Glu Val Leu Gin Leu Leu Ser Pro Pro Gly He Lys He Thr Val Asn 

120 125 130 

cca gag tea aag gca gtc ttg get gga cag ttt gtg aaa ctg tgt tgc 608 
Pro Glu Ser Lys Ala Val Leu Ala Gly Gin Phe Val Lys Leu Cys Cys 

135 140 145 

egg gca act gga cat cct ttt gtt caa tat cag tgg ttc aaa atg aat 656 
Arg Ala Thr Gly His Pro Phe Val Gin Tyr Gin Trp Phe Lys Met Asn 

150 155 160 

aaa gag att cca aat gga aat aca tea gag ctt att ttt aat gca gtg 704 
Lys Glu lie Pro Asn Gly Asn Thr Ser Glu Leu He Phe Asn Ala Val 

165 170 175 180 

cat gta aaa gat gca ggc ttt tat gtc tgt cga gtt aat aac aat ttc 752 
His Val Lys Asp Ala Gly Phe Tyr Val Cys Arg Val Asn Asn Asn Phe 

185 190 195 

acc ttt gaa ttc age cag tgg tea cag ctg gat gtt tgc gac ate cca 800 
Thr Phe Glu Phe Ser Gin Trp Ser Gin Leu Asp Val Cys Asp He Pro 

200 205 210 

gag age ttc cag aga agt gtt gat ggc gtc tct gaa tec aag ttg caa 848 
Glu Ser Phe Gin Arg Ser Val Asp Gly Val Ser Glu Ser Lys Leu Gin 

215 220 225 

ate tgt gtt gaa cca act tec caa aag ctg atg cca ggc age aca ttg 896 
He Cys Val Glu Pro Thr Ser Gin Lys Leu Met Pro Gly Ser Thr Leu 
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230 



235 



240 



gtt tta cag tgt gtt get gtt gga age cct att cct cac tac cag tgg 944 
Val Leu Gin Cys Val Ala Val Gly Ser Pro He Pro His Tyr Gin Trp 

245 250 255 260 



ttc aaa aat gaa tta cca tta aca cat gag acc aaa aag eta tac atg 992 

Phe Lys Asn Glu Leu Pro Leu Thr His Glu Thr Lys Lys Leu Tyr Met 

265 270 275 

gtg cct tat gtg gat ttg gaa cac caa gga acc tac tgg tgt cat gta 1040 

Val Pro Tyr Val Asp Leu Glu His Gin Gly Thr Tyr Trp Cys His Val 

280 285 290 



tat aat gat cga gac agt caa gat age aag aag gta gaa ate ate ata 1088 
Tyr Asn Asp Arg Asp Ser Gin Asp Ser Lys Lys Val Glu lie lie He 

295 300 305 



gga aga aca gat gag gca gtg gag tgc act gaa gat gaa tta aat aat 
Gly Arg Thr Asp Glu Ala Val Glu Cys Thr Glu Asp Glu Leu Asn Asn 

310 315 320 



1136 



ctt ggt cat cct gat aat aaa gag caa aca act gac cag cct ttg gcg 1184 
Leu Gly His Pro Asp Asn Lys Glu Gin Thr Thr Asp Gin Pro Leu Ala 

325 330 335 340 



aag gac aag gtt gee ctt ttg ata gga aat atg aat tac egg gag cac 1232 
Lys Asp Lys Val Ala Leu Leu He Gly Asn Met Asn Tyr Arg Glu His 

345 350 355 
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ccc aag etc aaa get cct ttg gtg gat gtg tac gaa ttg act aac tta 1280 
Pro Lys Leu Lys Ala Pro Leu Val Asp Val Tyr Glu Leu Thr Asn Leu 

360 365 370 

ctg aga cag ctg gac ttc aaa gtg gtt tea ctg ttg gat ctt act gaa 1328 
Leu Arg Gin Leu Asp Phe Lys Val Val Ser Leu Leu Asp Leu Thr Glu 

375 380 385 

tat gag atg cgt aat get gtg gat gag ttt tta etc ctt tta gac aag 1376 
Tyr Glu Met Arg Asn Ala Val Asp Glu Phe Leu Leu Leu Leu Asp Lys 

390 395 400 

gga gta tat ggg tta tta tat tat gca gga cat ggt tat gaa aat ttt 1424 
Gly Val Tyr Gly Leu Leu Tyr Tyr Ala Gly His Gly Tyr Glu Asn Phe 

405 410 415 420 

ggg aac age ttc atg gtc ccc gtt gat get cca aat cca tat agg tct 1472 
Gly Asn Ser Phe Met Val Pro Val Asp Ala Pro Asn Pro Tyr Arg Ser 

425 430 435 

gaa aat tgt ctg tgt gta caa aat ata ctg aaa ttg atg caa gaa aaa 1520 
Glu Asn Cys Leu Cys Val Gin Asn He Leu Lys Leu Met Gin Glu Lys 

440 445 450 

gaa act gga ctt aat gtg ttc tta ttg gat atg tgt agg aaa aga aat 1568 
Glu Thr Gly Leu Asn Val Phe Leu Leu Asp Met Cys Arg Lys Arg Asn 

455 460 465 
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gac tac gat gat acc att cca ate ttg gat gca eta aaa gtc ace gee 1616 
Asp Tyr Asp Asp Thr He Pro lie Leu Asp Ala Leu Lys Val Thr Ala 

470 475 480 

aat att gtg ttt gga tat gee acg tgt caa gga gca gaa get ttt gaa 1664 
Asn He Val Phe Gly Tyr Ala Thr Cys Gin Gly Ala Glu Ala Phe Glu 

485 490 495 500 

ate cag cat tct gga ttg gca aat gga ate ttt atg aaa ttt tta aaa 1712 
lie Gin His Ser Gly Leu Ala Asn Gly lie Phe Met Lys Phe Leu Lys 

505 510 515 

gac aga tta tta gaa gat aag aaa ate act gtg tta ctg gat gaa gtt 1760 
Asp Arg Leu Leu Glu Asp Lys Lys He Thr Val Leu Leu Asp Glu Val 

520 525 530 

gca gaa gat atg ggt aag tgt cac ctt acc aaa ggc aaa cag get eta 1808 
Ala Glu Asp Met Gly Lys Cys His Leu Thr Lys Gly Lys Gin Ala Leu 

535 540 545 

gag att cga agt agt tta tct gag aag aga gca ctt act gat cca ata 1856 
Glu lie Arg Ser Ser Leu Ser Glu Lys Arg Ala Leu Thr Asp Pro He 

550 555 560 

cag gga aca gaa tat tct get gaa tct ctt gtg egg aat eta cag tgg 1904 
Gin Gly Thr Glu Tyr Ser Ala Glu Ser Leu Val Arg Asn Leu Gin Trp 

565 570 575 580 

gee aag get cat gaa ctt cca gaa agt atg tgt ctt aag ttt gac tgt 1952 
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Ala Lys Ala His Glu Leu Pro Glu Ser Met Cys Leu Lys Phe Asp Cys 

585 590 595 

ggt gtt cag att caa tta gga ttt gca get gag ttt tec aat gtc atg 2000 
Gly Val Gin He Gin Leu Gly Phe Ala Ala Glu Phe Ser Asn Val Met 

600 605 610 

ate ate tat aca agt ata gtt tac aaa cca ccg gag ata ata atg tgt 2048 
He He Tyr Thr Ser He Val Tyr Lys Pro Pro Glu He He Met Cys 

615 620 625 

gat gec tac gtt act gat ttt cca ctt gat eta gat att gat cca aaa 2096 
Asp Ala Tyr Val Thr Asp Phe Pro Leu Asp Leu Asp He Asp Pro Lys 

630 635 640 

gat gca aat aaa ggc aca cct gaa gaa act ggc age tac ttg gta tea 2144 
Asp Ala Asn Lys Gly Thr Pro Glu Glu Thr Gly Ser Tyr Leu Val Ser 

645 650 655 660 

aag gat ctt ccc aag cat tgc etc tat ace aga etc agt tea ctg caa 2192 
Lys Asp Leu Pro Lys His Cys Leu Tyr Thr Arg Leu Ser Ser Leu Gin 

665 670 675 

aaa tta aag gaa cat eta gtc ttc aca gta tgt tta tea tat cag tac 2240 
Lys Leu Lys Glu His Leu Val Phe Thr Val Cys Leu Ser Tyr Gin Tyr 

680 685 690 

tea gga ttg gaa gat act gta gag gac aag cag gaa gtg aat gtt ggg 2288 
Ser Gly Leu Glu Asp Thr Val Glu Asp Lys Gin Glu Val Asn Val Gly 
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695 



700 



705 



aaa cct etc att get aaa tta gac atg cat cga ggt ttg gga agg aag 2336 
Lys Pro Leu lie Ala Lys Leu Asp Met His Arg Gly Leu Gly Arg Lys 

710 715 720 



act tgc ttt caa act tgt ctt atg tct aat ggt cct tac cag agt tct 2384 

Thr Cys Phe Gin Thr Cys Leu Met Ser Asn Gly Pro Tyr Gin Ser Ser 

725 730 735 740 

gca gee acc tea gga gga gca ggg cat tat cac tea ttg caa gac cca 2432 

Ala Ala Thr Ser Gly Gly Ala Gly His Tyr His Ser Leu Gin Asp Pro 

745 750 755 



ttc cat ggt gtt tac cat tea cat cct ggt aat cca agt aat gtt aca 2480 
Phe His Gly Val Tyr His Ser His Pro Gly Asn Pro Ser Asn Val Thr 

760 765 770 



cca gca gat age tgt cat tgc age egg act cca gat gca ttt att tea 
Pro Ala Asp Ser Cys His Cys Ser Arg Thr Pro Asp Ala Phe He Ser 

775 780 785 



2528 



agt ttc get cac cat get tea tgt cat ttt agt aga agt aat gtg cca 2576 
Ser Phe Ala His His Ala Ser Cys His Phe Ser Arg Ser Asn Val Pro 

790 795 800 



gta gag aca act gat gaa ata cca ttt agt ttc tct gac agg etc aga 2624 
Val Glu Thr Thr Asp Glu lie Pro Phe Ser Phe Ser Asp Arg Leu Arg 

805 810 815 820 
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att tct gaa aaa tgacctcctt gtttttgaaa gttagcataa ttttagatgc 2676 
lie Ser Glu Lys 

ctgtgaaata gtactgcact tacataaagt gagacattgt gaaaaggcaa atttgtatat 2736 

gtagagaaag aatagtagta actgtttcat agcaaacttc aggactttga gatgttgaaa 2796 

ttacattatt taattacaga cttcctcttt ct 2828 



<210> 133 
<211> 919 
<212> PRT 

<213> Homo sapiens 

<400> 133 

Met Lys Val Ala Arg Phe Gin Lys He Pro Asn Gly Glu Asn Glu Thr 

15 10 15 

Met He Pro Val Leu Thr Ser Lys Lys Ala Ser Glu Leu Pro Val Ser 

20 25 30 

Glu Val Ala Ser He Leu Gin Ala Asp Leu Gin Asn Gly Leu Asn Lys 

35 40 45 

Cys Glu Val Ser His Arg Arg Ala Phe His Gly Trp Asn Glu Phe Asp 

50 55 60 
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He Ser Glu Asp Glu Pro Leu Trp Lys Lys Tyr He Ser Gin Phe Lys 

65 70 75 80 

Asn Pro Leu lie Met Leu Leu Leu Ala Ser Ala Val He Ser Val Leu 

85 90 95 

Met His Gin Phe Asp Asp Ala Val Ser He Thr Val Ala He Leu He 

100 105 110 

Val Val Thr Val Ala Phe Val Gin Glu Tyr Arg Ser Glu Lys Ser Leu 

115 120 125 

Glu Glu Leu Ser Lys Leu Val Pro Pro Glu Cys His Cys Val Arg Glu 

130 135 140 

Gly Lys Leu Glu His Thr Leu Ala Arg Asp Leu Val Pro Gly Asp Thr 

145 150 155 160 

Val Cys Leu Ser Val Gly Asp Arg Val Pro Ala Asp Leu Arg Leu Phe 

165 170 175 

Glu Ala Val Asp Leu Ser He Asp Glu Ser Ser Leu Thr Gly Glu Thr 

180 185 190 

Thr Pro Cys Ser Lys Val Thr Ala Pro Gin Pro Ala Ala Thr Asn Gly 

195 200 205 

Asp Leu Ala Ser Arg Ser Asn He Ala Phe Met Gly Thr Leu Val Arg 

210 215 220 
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Cys Gly Lys Ala Lys Gly Val Val He Gly Thr Gly Glu Asn Ser Glu 

225 230 235 240 

Phe Gly Glu Val Phe Lys Met Met Gin Ala Glu Glu Ala Pro Lys Thr 

245 250 255 

Pro Leu Gin Lys Ser Met Asp Leu Leu Gly Lys Gin Leu Ser Phe Tyr 

260 265 270 

Ser Phe Gly lie He Gly He He Met Leu Val Gly Trp Leu Leu Gly 

275 280 285 

Lys Asp He Leu Glu Met Phe Thr He Ser Val Ser Leu Ala Val Ala 

290 295 300 

Ala He Pro Glu Gly Leu Pro He Val Val Thr Val Thr Leu Ala Leu 

305 310 315 320 

Gly Val Met Arg Met Val Lys Lys Arg Ala He Val Lys Lys Leu Pro 

325 330 335 

He Val Glu Thr Leu Gly Cys Cys Asn Val He Cys Ser Asp Lys Thr 

340 345 350 

Gly Thr Leu Thr Lys Asn Glu Met Thr Val Thr His He Phe Thr Ser 

355 360 365 



Asp Gly Leu His Ala Glu Val Thr Gly Val Gly Tyr Asn Gin Phe Gly 
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370 



375 



380 



Glu Val He Val Asp Gly Asp Val Val His Gly Phe Tyr Asn Pro Ala 

385 390 395 400 

Val Ser Arg He Val Glu Ala Gly Cys Val Cys Asn Asp Ala Val lie 

405 410 415 

Arg Asn Asn Thr Leu Met Gly Lys Pro Thr Glu Gly Ala Leu He Ala 

420 425 430 

Leu Ala Met Lys Met Gly Leu Asp Gly Leu Gin Gin Asp Tyr He Arg 

435 440 445 

Lys Ala Glu Tyr Pro Phe Ser Ser Glu Gin Lys Trp Met Ala Val Lys 

450 455 460 

Cys Val His Arg Thr Gin Gin Asp Arg Pro Glu He Cys Phe Met Lys 

465 470 475 480 

Gly Ala Tyr Glu Gin Val He Lys Tyr Cys Thr Thr Tyr Gin Ser Lys 

485 490 495 

Gly Gin Thr Leu Thr Leu Thr Gin Gin Gin Arg Asp Val Tyr Gin Gin 

500 505 510 



Glu Lys Ala Arg Met Gly Ser Ala Gly Leu Arg Val Leu Ala Leu Ala 

515 520 525 
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Ser Gly Pro Glu Leu Gly Gin Leu Thr Phe Leu Gly Leu Val Gly He 

530 535 540 

lie Asp Pro Pro Arg Thr Gly Val Lys Glu Ala Val Thr Thr Leu He 

545 550 555 560 

Ala Ser Gly Val Ser He Lys Met He Thr Gly Asp Ser Gin Glu Thr 

565 570 575 

Ala Val Ala He Ala Ser Arg Leu Gly Leu Tyr Ser Lys Thr Ser Gin 

580 585 590 

Ser Val Ser Gly Glu Glu He Asp Ala Met Asp Val Gin Gin Leu Ser 

595 600 605 

Gin He Val Pro Lys Val Ala Val Phe Tyr Arg Ala Ser Pro Arg His 

610 615 620 

Lys Met Lys lie He Lys Ser Leu Gin Lys Asn Gly Ser Val Val Ala 

625 630 635 640 

Met Thr Gly Asp Gly Val Asn Asp Ala Val Ala Leu Lys Ala Ala Asp 

645 650 655 

He Gly Val Ala Met Gly Gin Thr Gly Thr Asp Val Cys Lys Glu Ala 

660 665 670 

Ala Asp Met lie Leu Val Asp Asp Asp Phe Gin Thr He Met Ser Ala 

675 680 685 
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He Glu Glu Gly Lys Gly lie Tyr Asn Asn He Lys Asn Phe Val Arg 

690 695 700 

Phe Gin Leu Ser Thr Ser He Ala Ala Leu Thr Leu He Ser Leu Ala 

705 710 715 720 

Thr Leu Met Asn Phe Pro Asn Pro Leu Asn Ala Met Gin He Leu Trp 

725 730 735 

He Asn He He Met Asp Gly Pro Pro Ala Gin Ser Leu Gly Val Glu 

740 745 750 

Pro Val Asp Lys Asp Val He Arg Lys Pro Pro Arg Asn Trp Lys Asp 

755 760 765 

Ser He Leu Thr Lys Asn Leu He Leu Lys He Leu Val Ser Ser He 

770 775 780 

He lie Val Cys Gly Thr Leu Phe Val Phe Trp Arg Glu Leu Arg Asp 

785 790 795 800 

Asn Val lie Thr Pro Arg Asp Thr Thr Met Thr Phe Thr Cys Phe Val 

805 810 815 

Phe Phe Asp Met Phe Asn Ala Leu Ser Ser Arg Ser Gin Thr Lys Ser 

820 825 830 



Val Phe Glu He Gly Leu Cys Ser Asn Arg Met Phe Cys Tyr Ala Val 
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835 840 845 

Leu Gly Ser He Met G ly Gin Leu Leu Val He Tyr Phe Pro Pro Leu 

850 855 860 

Gin Lys Val Phe Gin Thr Glu Ser Leu Ser He Leu Asp Leu Leu Phe 

865 870 875 880 

Leu Leu Gly Leu Thr Ser Ser Val Cys He Val Ala Glu He He Lys 
• 885 890 895 

Lys Val Glu Arg Ser Arg Glu Lys lie Gin Lys His Val Ser Ser Thr 

900 905 910 

Ser Ser Ser Phe Leu Glu Val 

915 

^ <210> 134 
<211> 3612 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (427). . (3183) 
<400> 134 

acggcctcgc ggagccggcc cggcggaccg tgacgggtcc cctcacctcc tcttctctcc 60 
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cctccccgcc cgccctctct ccctcccttc ctccctcccg ctcgcttctt ctcacgccgg 120 

gagcaggctc ccgcctcgca ccgctgcccc gcgagcagct cctcttctcc cgaggcgcgc 180 

ggggcgcccc cgcgagcccc gcggctgaga ccccgcagcc tggaggaggg ctgtccgggg 240 

ctttggatgc tgctgctagg ggtggtggga gcagccgtgg gacgcgtggc cgggagcggg 300 

ggtgacagcc tgggattccg ggggcttctc ttccttgtcc tcctcctctc ctctctattc 360 

ccagtgtggc cgtggctgac actaaagact ttgtagccat caacccgagt gcagtttcga 420 

tggaaa atg aag gtt gca cgt ttt caa aaa ata cct aat ggt gaa aat 468 
Met Lys Val Ala Arg Phe Gin Lys He Pro Asn Gly Glu Asn 

15 10 

gag aca atg att cct gta ttg aca tea aaa aaa gca agt gaa tta cca 516 
Glu Thr Met He Pro Val Leu Thr Ser Lys Lys Ala Ser Glu Leu Pro 

15 20 25 30 

gtc agt gaa gtt gca age att etc caa get gat ctt cag aat ggt eta 564 
Val Ser Glu Val Ala Ser He Leu Gin Ala Asp Leu Gin Asn Gly Leu 

35 40 45 

aac aaa tgt gaa gtt agt cat agg cga gee ttt cat ggc tgg aat gag 612 
Asn Lys Cys Glu Val Ser His Arg Arg Ala Phe His Gly Trp Asn Glu 

50 55 60 
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ttt gat att agt gaa gat gag cca ctg tgg aag aag tat att tct cag 660 
Phe Asp He Ser Glu Asp Glu Pro Leu Trp Lys Lys Tyr He Ser Gin 

65 70 75 

ttt aaa aat ccc ctt att atg ctg ctt ctg get tct gca gtc ate agt 708 
Phe Lys Asn Pro Leu He Met Leu Leu Leu Ala Ser Ala Val He Ser 

80 85 90 

gtt tta atg cat cag ttt gat gat gee gtc agt ate act gtg gca ata 756 
Val Leu Met His Gin Phe Asp Asp Ala Val Ser He Thr Val Ala He 

95 100 105 110 

ctt ate gtt gtt aca gtt gee ttt gtt cag gaa tat cgt tea gaa aaa 804 
Leu He Val Val Thr Val Ala Phe Val Gin Glu Tyr Arg Ser Glu Lys 

115 120 125 

tct ctt gaa gaa ttg agt aaa ctt gtg cca cca gaa tgc cat tgt gtg 852 
Ser Leu Glu Glu Leu Ser Lys Leu Val Pro Pro Glu Cys His Cys Val 

130 135 140 

cgt gaa gga aaa ttg gag cat aca ctt gee cga gac ttg gtt cca ggt 900 
Arg Glu Gly Lys Leu Glu His Thr Leu Ala Arg Asp Leu Val Pro Gly 

145 150 155 

gat aca gtt tgc ctt tct gtt ggg gat aga gtt cct get gac tta cgc 948 
Asp Thr Val Cys Leu Ser Val Gly Asp Arg Val Pro Ala Asp Leu Arg 

160 165 170 

ttg ttt gag get gtg gat ctt tec att gat gag tec age ttg aca ggt 996 
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Leu Phe Glu Ala Val Asp Leu Ser He Asp Glu Ser Ser Leu Thr Gly 

175 180 185 190 

gag aca acg cct tgt tct aag gtg aca get cct cag cca get gca act 1044 

Glu Thr Thr Pro Cys Ser Lys Val Thr Ala Pro Gin Pro Ala Ala Thr 

195 200 205 

aat gga gat ctt gca teg aga agt aac att gee ttt atg gga aca ctg 1092 

Asn Gly Asp Leu Ala Ser Arg Ser Asn He Ala Phe Met Gly Thr Leu 

210 215 220 

gtc aga tgt ggc aaa gca aag ggt gtt gtc att gga aca gga gaa aat 1140 

Val Arg Cys Gly Lys Ala Lys Gly Val Val He Gly Thr Gly Glu Asn 

225 230 235 

tct gaa ttt ggg gag gtt ttt aaa atg atg caa gca gaa gag gca cca 1188 

Ser Glu Phe Gly Glu Val Phe Lys Met Met Gin Ala Glu Glu Ala Pro 

240 245 250 

aaa ace cct ctg cag aag age atg gac etc tta gga aaa caa ctt tec 1236 

Lys Thr Pro Leu Gin Lys Ser Met Asp Leu Leu Gly Lys Gin Leu Ser 

255 260 265 270 

ttt tac tec ttt ggt ata ata gga ate ate atg ttg gtt ggc tgg tta 1284 

Phe Tyr Ser Phe Gly He He Gly He lie Met Leu Val Gly Trp Leu 

275 280 285 

ctg gga aaa gat ate ctg gaa atg ttt act att agt gta agt ttg get 1332 

Leu Gly Lys Asp He Leu Glu Met Phe Thr He Ser Val Ser Leu Ala 
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290 295 300 

gta gca gca att cct gaa ggt etc ccc att gtg gtc aca gtg acg eta 1380 
Val Ala Ala lie Pro Glu Gly Leu Pro He Val Val Thr Val Thr Leu 

305 310 315 

get ctt ggt gtt atg aga atg gtg aag aaa agg gee att gtg aaa aag 1428 
Ala Leu Gly Val Met Arg Met Val Lys Lys Arg Ala He Val Lys Lys 

320 325 330 

ctg cct att gtt gaa act ctg ggc tgc tgt aat gtg att tgt tea gat 1476 
Leu Pro lie Val Glu Thr Leu Gly Cys Cys Asn Val He Cys Ser Asp 

335 340 345 350 

aaa act gga aca ctg acg aag aat gaa atg act gtt act cac ata ttt 1524 
Lys Thr Gly Thr Leu Thr Lys Asn Glu Met Thr Val Thr His He Phe 

355 360 365 

act tea gat ggt ctg cat get gag gtt act gga gtt ggc tat aat caa 1572 
Thr Ser Asp Gly Leu His Ala Glu Val Thr Gly Val Gly Tyr Asn Gin 

370 375 380 

ttt ggg gaa gtg att gtt gat ggt gat gtt gtt cat gga ttc tat aac 1620 
Phe Gly Glu Val He Val Asp Gly Asp Val Val His Gly Phe Tyr Asn 

385 390 395 

cca get gtt age aga att gtt gag gcg ggc tgt gtg tgc aat gat get 1668 
Pro Ala Val Ser Arg He Val Glu Ala Gly Cys Val Cys Asn Asp Ala 

400 405 410 
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gta att aga aac aat act eta atg ggg aag cca aca gaa ggg gec tta 1716 

Val He Arg Asn Asn Thr Leu Met Gly Lys Pro Thr Glu Gly Ala Leu 

415 420 425 430 

att get ctt gca atg aag atg ggt ctt gat gga ctt caa caa gac tac 1764 

lie Ala Leu Ala Met Lys Met Gly Leu Asp Gly Leu Gin Gin Asp Tyr 

435 440 445 

ate aga aaa get gaa tac cct ttt age tct gag caa aag tgg atg get 1812 

He Arg Lys Ala Glu Tyr Pro Phe Ser Ser Glu Gin Lys Trp Met Ala 

450 455 460 

gtt aag tgt gta cac cga aca cag cag gac aga cca gag att tgt ttt 1860 

Val Lys Cys Val His Arg Thr Gin Gin Asp Arg Pro Glu He Cys Phe 

465 470 475 

atg aaa ggt get tac gaa caa gta att aag tac tgt act aca tac cag 1908 

Met Lys Gly Ala Tyr Glu Gin Val He Lys Tyr Cys Thr Thr Tyr Gin 

480 485 490 

age aaa ggg cag ace ttg aca ctt act cag cag cag aga gat gtg tac 1956 

Ser Lys Gly Gin Thr Leu Thr Leu Thr Gin Gin Gin Arg Asp Val Tyr 

495 500 505 510 

caa caa gag aag gca cgc atg ggc tea gcg gga etc aga gtt ctt get 2004 

Gin Gin Glu Lys Ala Arg Met Gly Ser Ala Gly Leu Arg Val Leu Ala 

515 520 525 
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ttg get tct ggt cct gaa ctg gga cag ctg aca ttt ctt ggc ttg gtg 2052 

Leu Ala Ser Gly Pro Glu Leu Gly Gin Leu Thr Phe Leu Gly Leu Val 

530 535 540 

gga ate att gat cca cct aga act ggt gtg aaa gaa get gtt aca aca 2100 

Gly He He Asp Pro Pro Arg Thr Gly Val Lys Glu Ala Val Thr Thr 

545 550 555 

etc att gee tea gga gta tea ata aaa atg att act gga gat tea cag 2148 

Leu lie Ala Ser Gly Val Ser lie Lys Met He Thr Gly Asp Ser Gin 

560 565 570 

gag act gca gtt gca ate gee agt cgt ctg gga ttg tat tec aaa act 2196 

Glu Thr Ala Val Ala lie Ala Ser Arg Leu Gly Leu Tyr Ser Lys Thr 

575 580 585 590 

tec cag tea gtc tea gga gaa gaa ata gat gca atg gat gtt cag cag 2244 

Ser Gin Ser Val Ser Gly Glu Glu He Asp Ala Met Asp Val Gin Gin 

595 600 605 

ctt tea caa ata gta cca aag gtt gca gta ttt tac aga get age cca 2292 

Leu Ser Gin lie Val Pro Lys Val Ala Val Phe Tyr Arg Ala Ser Pro 

610 615 620 

agg cac aag atg aaa att att aag teg eta cag aag aac ggt tea gtt 2340 

Arg His Lys Met Lys He lie Lys Ser Leu Gin Lys Asn Gly Ser Val 

625 630 635 

gta gee atg aca gga gat gga gta aat gat gca gtt get ctg aag get 2388 
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Val Ala Met Thr Gly Asp Gly Val Asn Asp Ala Val Ala Leu Lys Ala 

640 645 650 



gca gac att gga gtt gcg atg ggc cag act ggt aca gat gtt tgc aaa 2436 
Ala Asp He Gly Val Ala Met Gly Gin Thr Gly Thr Asp Val Cys Lys 

655 660 665 670 



gag gca gca gac atg ate eta gtg gat gat gat ttt caa acc ata atg 2484 
Glu Ala Ala Asp Met He Leu Val Asp Asp Asp Phe Gin Thr He Met 

675 680 685 



tct gca ate gaa gag ggt aaa ggg att tat aat aac att aaa aat ttc 2532 
Ser Ala He Glu Glu Gly Lys Gly He Tyr Asn Asn He Lys Asn Phe 

690 695 700 



gtt aga ttc cag ctg age acg agt ata gca gca tta act tta ate tea 2580 

Val Arg Phe Gin Leu Ser Thr Ser He Ala Ala Leu Thr Leu He Ser 

705 710 715 

ttg get aca tta atg aac ttt cct aat cct etc aat gec atg cag att 2628 

Leu Ala Thr Leu Met Asn Phe Pro Asn Pro Leu Asn Ala Met Gin He 

720 725 730 



ttg tgg ate aat att att atg gat gga ccc cca get cag age ctt gga 2676 
Leu Trp He Asn He He Met Asp Gly Pro Pro Ala Gin Ser Leu Gly 

735 740 745 750 



gta gaa cca gtg gat aaa gat gtc att cgt aaa cct cct cgc aac tgg 2724 
Val Glu Pro Val Asp Lys Asp Val lie Arg Lys Pro Pro Arg Asn Trp 
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755 



760 



765 



aaa gac age att ttg act aaa aac ttg ata ctt aaa ata ctt gtt tea 2772 
Lys Asp Ser lie Leu Thr Lys Asn Leu He Leu Lys He Leu Val Ser 

770 775 780 



tea ata ate att gtt tgt ggg act ttg ttt gtc ttc tgg cgt gag eta 2820 

Ser lie lie lie Val Cys Gly Thr Leu Phe Val Phe Trp Arg Glu Leu 

785 790 795 

cga gac aat gtg att aca cct cga gac aca aca atg ace ttc aca tgc 2868 

Arg Asp Asn Val lie Thr Pro Arg Asp Thr Thr Met Thr Phe Thr Cys 

800 805 810 



ttt gtg ttt ttt gac atg ttc aat gca eta agt tec aga tec cag acc 2916 
Phe Val Phe Phe Asp Met Phe Asn Ala Leu Ser Ser Arg Ser Gin Thr 

815 820 825 830 



aag tct gtg ttt gag att gga etc tgc agt aat aga atg ttt tgc tat 
Lys Ser Val Phe Glu He Gly Leu Cys Ser Asn Arg Met Phe Cys Tyr 

835 840 845 



2964 



gca gtt ctt gga tec ate atg gga caa tta eta gtt att tac ttt cct 3012 
Ala Val Leu Gly Ser lie Met Gly Gin Leu Leu Val He Tyr Phe Pro 

850 855 860 



ccg ctt cag aag gtt ttt cag act gag age eta age ata ctg gat ctg 3060 
Pro Leu Gin Lys Val Phe Gin Thr Glu Ser Leu Ser lie Leu Asp Leu 

865 870 875 
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ttg ttt ctt ttg ggt etc acc tea tea gtg tgc ata gtg gca gaa att 3108 
Leu Phe Leu Leu Gly Leu Thr Ser Ser Val Cys He Val Ala Glu He 

880 885 890 

ata aag aag gtt gaa agg age agg gaa aag ate cag aag cat gtt agt 3156 
He Lys Lys Val Glu Arg Ser Arg Glu Lys He Gin Lys His Val Ser 

895 900 905 910 

teg aca tea tea tct ttt ctt gaa gta tgatgeatat tgcattattt 3203 
Ser Thr Ser Ser Ser Phe Leu Glu Val 

915 

tatttgeaaa ctaggaattg cagtctgagg atcatttaga agggcaagtt caagaggata 3263 
tgaagatttg agaacttttt aactattcat tgactaaaaa tgaacattaa tgttaaagac 3323 
ttaagacttt aacctgetgg cagtcccaaa tgaaattatg caactttgat atcatattcc 3383 
ttgatttaaa ttggcttttg tgattgagtg aaactttata aagcatatgg tcagttattt 3443 
aattaaaaag gcaaaacctg aaccaccttc tgcacttaaa gaagtctaac agtacaaata 3503 
cactatctat cttagataga tatatttttt tttattttta aatattgtac tatttatggt 3563 
ggtggggctt tcttactaat acacaaataa atttaatcat ttcaaaggc 3612 



<210> 135 
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<211> 382 
<212> PRT 

<213> Homo sapiens 

<400> 135 

Met Gly Ala Phe Leu Asp Lys Pro Lys Met Glu Lys His Asn Ala Gin 

15 10 15 

Gly Gin Gly Asn Gly Leu Arg Tyr Gly Leu Ser Ser Met Gin Gly Trp 

20 25 30 

Arg Val Glu Met Glu Asp Ala His Thr Ala Val He Gly Leu Pro Ser 

35 40 45 

Gly Leu Glu Ser Trp Ser Phe Phe Ala Val Tyr Asp Gly His Ala Gly 

50 55 60 

Ser Gin Val Ala Lys Tyr Cys Cys Glu His Leu Leu Asp His He Thr 

65 70 75 80 

Asn Asn Gin Asp Phe Lys Gly Ser Ala Gly Ala Pro Ser Val Glu Asn 

85 90 95 

Val Lys Asn Gly He Arg Thr Gly Phe Leu Glu lie Asp Glu His Met 

100 105 110 

Arg Val Met Ser Glu Lys Lys His Gly Ala Asp Arg Ser Gly Ser Thr 

115 120 125 
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Ala Val Gly Val Leu He Ser Pro Gin His Thr Tyr Phe He Asn Cys 

130 135 140 

Gly Asp Ser Arg Gly Leu Leu Cys Arg Asn Arg Lys Val His Phe Phe 

145 150 155 160 

Thr Gin Asp His Lys Pro Ser Asn Pro Leu Glu Lys Glu Arg He Gin 

165 170 175 

Asn Ala Gly Gly Ser Val Met He Gin Arg Val Asn Gly Ser Leu Ala 

180 185 190 

Val Ser Arg Ala Leu Gly Asp Phe Asp Tyr Lys Cys Val His Gly Lys 

195 200 205 

Gly Pro Thr Glu Gin Leu Val Ser Pro Glu Pro Glu Val His Asp He 

210 215 220 

Glu Arg Ser Glu Glu Asp Asp Gin Phe He He Leu Ala Cys Asp Gly 

225 230 235 240 

He Trp Asp Val Met Gly Asn Glu Glu Leu Cys Asp Phe Val Arg Ser 

245 250 255 

Arg Leu Glu Val Thr Asp Asp Leu Glu Lys Val Cys Asn Glu Val Val 

260 265 270 



Asp Thr Cys Leu Tyr Lys Gly Ser Arg Asp Asn Met Ser Val He Leu 

275 280 285 
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He Cys Phe Pro Asn Ala Pro Lys Val Ser Pro Glu Ala Val Lys Lys 

290 295 300 

Glu Ala Glu Leu Asp Lys Tyr Leu Glu Cys Arg Val Glu Glu He He 

305 310 315 320 

Lys Lys Gin Gly Glu Gly Val Pro Asp Leu Val His Val Met Arg Thr 

325 330 335 

Leu Ala Ser Glu Asn He Pro Ser Leu Pro Pro Gly Gly Glu Leu Ala 

340 345 350 

Ser Lys Arg Asn Val He Glu Ala Val Tyr Asn Arg Leu Asn Pro Tyr 

355 360 365 

Lys Asn Asp Asp Thr Asp Ser Thr Ser Thr Asp Asp Met Trp 

370 375 380 



<210> 136 
<211> 2467 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (444) . . (1589) 
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<400> 136 

acgggagcgc gcgcgggagc tagagagcag tggtctcggc gctcgtccgg cccgcagctt 60 

cgggtcctca ggcggctgtt gctccggaac gggtggttgg ggaggggggg gtggggggac 120 

tctagacagc tgaggcgcga aagcgatgag tcctcggctc ttcctcctcc ttctccggga 180 

cccgctctct gcctccctct ccaacgcccg gatgatctga gccgcgaggg cgccgacagc 240 

cgggggcccg gacgcagccc ggctcctccc ctcctccgcc ccttccccag cctgacctgg 300 

cccgccgctg cagcggtgac ccctcccccg gctgccgccg tcgccgccgc ggtgaccccc 360 

tccccggctg ccgccgccgc cgcctcggcc gaccagggac ctgcccgcct gcggctgctc 420 

cggacctaga ggatcaagac ata atg gga gca ttt tta gac aag cca aag atg 473 

Met Gly Ala Phe Leu Asp Lys Pro Lys Met 

1 5 10 

gaa aag cat aat gcc cag ggg cag ggt aat ggg ttg cga tat ggg eta 521 
Glu Lys His Asn Ala Gin Gly Gin Gly Asn Gly Leu Arg Tyr Gly Leu 

15 20 25 

age age atg caa ggc tgg cgt gtt gaa atg gag gat gca cat acg get 569 
Ser Ser Met Gin Gly Trp Arg Val Glu Met Glu Asp Ala His Thr Ala 

30 35 40 

gtg ate ggt ttg cca agt gga ctt gaa teg tgg tea ttc ttt get gtg 617 
Val He Gly Leu Pro Ser Gly Leu Glu Ser Trp Ser Phe Phe Ala Val 
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tat gat ggg cat get ggt tct cag gtt gec aaa tac tgc tgt gag cat 665 
Tyr Asp Gly His Ala Gly Ser Gin Val Ala Lys Tyr Cys Cys Glu His 

60 65 70 



ttg tta gat cac ate ace aat aac cag gat ttt aaa ggg tct gca gga 713 

Leu Leu Asp His He Thr Asn Asn Gin Asp Phe Lys Gly Ser Ala Gly 

75 80 85 90 

gca cct tct gtg gaa aat gta aag aat gga ate aga aca ggt ttt ctg 761 

Ala Pro Ser Val Glu Asn Val Lys Asn Gly He Arg Thr Gly Phe Leu 

95 100 105 



gag att gat gaa cac atg aga gtt atg tea gag aag aaa cat ggt gca 809 
Glu He Asp Glu His Met Arg Val Met Ser Glu Lys Lys His Gly Ala 

110 115 120 



gat aga agt ggg tea aca get gta ggt gtc tta att tct ccc caa cat 857 
Asp Arg Ser Gly Ser Thr Ala Val Gly Val Leu He Ser Pro Gin His 

125 130 135 



act tat ttc att aac tgt gga gac tea aga ggt tta ctt tgt agg aac 905 
Thr Tyr Phe He Asn Cys Gly Asp Ser Arg Gly Leu Leu Cys Arg Asn 

140 145 150 



agg aaa gtt cat ttc ttc aca caa gat cac aaa cca agt aat ccg ctg 953 
Arg Lys Val His Phe Phe Thr Gin Asp His Lys Pro Ser Asn Pro Leu 

155 160 165 170 
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gag aaa gaa cga att cag aat gca ggt ggc tct gta atg att cag cgt 1001 
Glu Lys Glu Arg He Gin Asn Ala Gly Gly Ser Val Met He Gin Arg 

175 180 185 

gtg aat ggc tct ctg get gta teg agg gec ctt ggg gat ttt gat tac 1049 
Val Asn Gly Ser Leu Ala Val Ser Arg Ala Leu Gly Asp Phe Asp Tyr 

190 195 200 

aaa tgt gtc cat gga aaa ggt cct act gag cag ctt gtc tea cca gag 1097 
Lys Cys Val His Gly Lys Gly Pro Thr Glu Gin Leu Val Ser Pro Glu 

205 210 215 

cct gaa gtc cat gat att gaa aga tct gaa gaa gat gat cag ttc att 1145 
Pro Glu Val His Asp He Glu Arg Ser Glu Glu Asp Asp Gin Phe He 

220 225 230 

ate ctt gca tgt gat ggt ate tgg gat gtt atg gga aat gaa gag etc 1193 
He Leu Ala Cys Asp Gly lie Trp Asp Val Met Gly Asn Glu Glu Leu 

235 240 245 250 

tgt gat ttt gta aga tec aga ctt gaa gtc act gat gac ctt gag aaa 1241 
Cys Asp Phe Val Arg Ser Arg Leu Glu Val Thr Asp Asp Leu Glu Lys 

255 260 265 

gtt tgc aat gaa gta gtc gac ace tgt ttg tat aag gga agt cga gac 1289 
Val Cys Asn Glu Val Val Asp Thr Cys Leu Tyr Lys Gly Ser Arg Asp 

270 275 280 
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aac atg agt gtg att ttg ate tgt ttt cca aat gca ccc aaa gta teg 1337 
Asn Met Ser Val lie Leu He Cys Phe Pro Asn Ala Pro Lys Val Ser 

285 290 295 

cca gaa gca gtg aag aag gag gca gag ttg gac aag tac ctg gaa tgc 1385 
Pro Glu Ala Val Lys Lys Glu Ala Glu Leu Asp Lys Tyr Leu Glu Cys 

300 305 310 

aga gta gaa gaa ate ata aag aag cag ggg gaa ggc gtc ccc gac tta 1433 
Arg Val Glu Glu He He Lys Lys Gin Gly Glu Gly Val Pro Asp Leu 

315 320 325 330 

gtc cat gtg atg cgc aca tta gcg agt gag aac ate ccc age etc cca 1481 
Val His Val Met Arg Thr Leu Ala Ser Glu Asn He Pro Ser Leu Pro 

335 340 345 

cca ggg ggt gaa ttg gca age aag agg aat gtt att gaa gee gtt tac 1529 
Pro Gly Gly Glu Leu Ala Ser Lys Arg Asn Val He Glu Ala Val Tyr 

350 355 360 

aat aga ctg aat cct tac aaa aat gac gac act gac tct aca tea aca 1577 
Asn Arg Leu Asn Pro Tyr Lys Asn Asp Asp Thr Asp Ser Thr Ser Thr 

365 370 375 

gat gat atg tgg taaaactget catctagcca tggagtttac cttcacctcc 1629 
Asp Asp Met Trp 

380 

aaaggagagt acagctcaac tttgttgaaa cttttaacat ccatcctcaa ctttaaggaa 1689 
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ggggatatga catgggtgag aatgattaca tcagagaact tcagcagtac aacagctagc 1749 



ccagaactga tttttttttt ttttttgtaa atttgagact tatgtaagcg tgatttcaaa 1809 



ccataattcg tgttgtaaat cagactccag caatttttgt tgtatgattt tgtttttttg 1869 



taaagtgtaa ttgtccttgt acaaaatgct catatttaat tatgaactgc tttaaatcac 1929 



tatcaaagtt acaagaaatg tttggcttat tgtgtgatgc aacagatata tagccctttc 1989 



aagtcatgtt gtgtttggac ttggggttgg aacagggaga gcagcagcca tgtcagctac 2049 



acgctcaaat gtgcagatga ttatggaaaa taacctcaaa atcttacaaa gctgaacatc 2109 



caaggagtta ttgaaaacta tcttaaatgt tcttggtagg ggagttggca ttgttgataa 2169 



agccagtccc ttcatttaac tgtctttcag gatgttcctt cgttgtttcc atgagtattg 2229 



caggtaataa tacagtgtat tcataagaat ctcaatcttg gggctaaatg ccttgtttct 2289 



ttgcacctct tttcaagtcc ttacatttaa ttactaattg ataagcagca gcttcctaca 2349 



tatagtagga aactgccaca tttttgctat catgattggc tgggcctgct gctgttccta 2409 



gtaagatatt ctgaattcca ttttatcaat aaagcttgat ttaacaaaca agaaactt 2467 



<210> 137 
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<211> 358 
<212> PRT 

<213> Homo sapiens 

<400> 137 

Met Met Gin Arg Val Phe Arg Gly Lys Leu Leu Ser Asn Asp Glu Val 

15 10 15 

Thr He Lys Tyr Lys Asp Glu Asp Gly Asp Leu He Thr He Phe Asp 

20 25 30 

Ser Ser Asp Leu Ser Phe Ala He Gin Cys Ser Arg He Leu Lys Leu 

35 40 45 

Thr Leu Phe Val Asn Gly Gin Pro Arg Pro Leu Glu Ser Ser Gin Val 

50 55 60 

Lys Tyr Leu Arg Arg Glu Leu He Glu Leu Arg Asn Lys Val Asn Arg 

65 70 75 80 

Leu Leu Asp Ser Leu Glu Pro Pro Gly Glu Pro Gly Pro Ser Thr Asn 

85 90 95 

He Pro Glu Asn Asp Thr Val Asp Gly Arg Glu Glu Lys Ser Ala Ser 

100 105 110 

Asp Ser Ser Gly Lys Gin Ser Thr Gin Val Met Ala Ala Ser Met Ser 

115 120 125 
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Ala Phe Asp Pro Leu Lys Asn Gin Asp Glu He Asn Lys Asn Val Met 

130 135 140 

Ser Ala Phe Gly Leu Thr Asp Asp Gin Val Ser Gly Pro Pro Ser Ala 

145 150 155 160 

Pro Ala Glu Asp Arg Ser Gly Thr Pro Asp Ser He Ala Ser Ser Ser 

165 170 175 

Ser Ala Ala His Pro Pro Gly Val Gin Pro Gin Gin Pro Pro Tyr Thr 

180 185 190 

Gly Ala Gin Thr Gin Ala Gly Gin Met Tyr Gin Gin Tyr Gin Gin Gin 

195 200 205 

Ala Gly Tyr Gly Ala Gin Gin Pro Gin Ala Pro Pro Gin Gin Pro Gin 

210 215 220 

Gin Tyr Gly He Gin Tyr Ser Ala Ser Tyr Ser Gin Gin Thr Gly Pro 

225 230 235 240 

Gin Gin Pro Gin Gin Phe Gin Gly Tyr Gly Gin Gin Pro Thr Ser Gin 

245 250 255 

Ala Pro Ala Pro Ala Phe Ser Gly Gin Pro Gin Gin Leu Pro Ala Gin 

260 265 270 



Pro Pro Gin Gin Tyr Gin Ala Ser Asn Tyr Pro Ala Gin Thr Tyr Thr 

275 280 285 
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Ala Gin Thr Ser Gin Pro Thr Asn Tyr Thr Val Ala Pro Ala Ser Gin 

290 295 300 

Pro Gly Met Ala Pro Ser Gin Pro Gly Ala Tyr Gin Pro Arg Pro Gly 

305 310 315 320 

Leu Pro Gly Ser Thr Met Thr Pro Pro Pro Ser Gly Pro 

325 330 335 

Ala Arg Asn Arg Pro Pro Phe Gly Gin Gly Tyr Thr Gin 

340 345 350 

Pro Gly Pro Gly Tyr Arg 

355 



Phe Thr Ser 



Asn Pro Tyr 



<210> 138 
<211> 1519 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (11).. (1084) 

<400> 138 

attagtgcta atg atg caa cga gtt ttc aga gga aaa ctt ctg agt aat 49 
Met Met Gin Arg Val Phe Arg Gly Lys Leu Leu Ser Asn 
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10 



gat gaa gta aca ata aag tat aaa gat gaa gat gga gat ctt ata aca 97 
Asp Glu Val Thr He Lys Tyr Lys Asp Glu Asp Gly Asp Leu He Thr 

15 20 25 



att ttt gat agt tct gac ctt tec ttt gca att cag tgc agt agg ata 145 

He Phe Asp Ser Ser Asp Leu Ser Phe Ala He Gin Cys Ser Arg He 

30 35 40 45 

ctg aaa ctg aca tta ttt gtt aat ggc cag cca aga ccc ctt gaa tea 193 

Leu Lys Leu Thr Leu Phe Val Asn Gly Gin Pro Arg Pro Leu Glu Ser 

50 55 60 



agt cag gtg aaa tat etc cgt cga gaa ctg ata gaa ctt cga aat aaa 241 
Ser Gin Val Lys Tyr Leu Arg Arg Glu Leu He Glu Leu Arg Asn Lys 

65 70 75 



gtg aat cgt tta ttg gat age ttg gaa cca cct gga gaa cca gga cct 
Val Asn Arg Leu Leu Asp Ser Leu Glu Pro Pro Gly Glu Pro Gly Pro 

80 85 90 



289 



tec ace aat att cct gaa aat gat act gtg gat ggt agg gaa gaa aag 337 
Ser Thr Asn He Pro Glu Asn Asp Thr Val Asp Gly Arg Glu Glu Lys 

95 100 105 



tct get tct gat tct tct gga aaa cag tct act cag gtt atg gca gca 38o 
Ser Ala Ser Asp Ser Ser Gly Lys Gin Ser Thr Gin Val Met Ala Ala 

110 115 120 125 
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agt atg tct get ttt gat cct tta aaa aac caa gat gaa ate aat aaa 433 
Ser Met Ser Ala Phe Asp Pro Leu Lys Asn Gin Asp Glu He Asn Lys 

130 135 140 

aat gtt atg tea gcg ttt ggc tta aca gat gat cag gtt tea ggg cca 481 
Asn Val Met Ser Ala Phe Gly Leu Thr Asp Asp Gin Val Ser Gly Pro 

145 150 155 

ccc agt get cct gca gaa gat cgt tea gga aca ccc gac age att get 529 

Pro Ser Ala Pro Ala Glu Asp Arg Ser Gly Thr Pro Asp Ser He Ala 

160 165 170 

tec tec tec tea gca get cac cca cca ggc gtt cag cca cag cag cca 577 

Ser Ser Ser Ser Ala Ala His Pro Pro Gly Val Gin Pro Gin Gin Pro 

175 180 185 

cca tat aca gga get cag act caa gca ggt cag atg tac caa cag tac 625 

Pro Tyr Thr Gly Ala Gin Thr Gin Ala Gly Gin Met Tyr Gin Gin Tyr 

190 195 200 205 

cag caa cag gee ggc tat ggt gca cag cag ccg cag get cca cct cag 673 

Gin Gin Gin Ala Gly Tyr Gly Ala Gin Gin Pro Gin Ala Pro Pro Gin 

210 215 220 

cag cct caa cag tat ggt att cag tat tea gca age tat agt cag cag 721 

Gin Pro Gin Gin Tyr Gly He Gin Tyr Ser Ala Ser Tyr Ser Gin Gin 

225 230 235 
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act gga ccc caa caa cct cag cag ttc cag gga tat ggc cag caa cca 769 
Thr Gly Pro Gin Gin Pro Gin Gin Phe Gin Gly Tyr Gly Gin Gin Pro 

240 245 250 

act tec cag gca cca get cct gec ttt tct ggt cag cct caa caa ctg 817 
Thr Ser Gin Ala Pro Ala Pro Ala Phe Ser Gly Gin Pro Gin Gin Leu 

255 260 265 

cct get cag ccg cca cag cag tac cag gcg age aat tat cct gca caa 865 
Pro Ala Gin Pro Pro Gin Gin Tyr Gin Ala Ser Asn Tyr Pro Ala Gin 

270 275 280 285 

act tac act gec caa act tct cag cct act aat tat act gtg get cct 913 
Thr Tyr Thr Ala Gin Thr Ser Gin Pro Thr Asn Tyr Thr Val Ala Pro 

290 295 300 

gee tct caa cct gga atg get cca age caa cct ggg gec tat caa cca 961 
Ala Ser Gin Pro Gly Met Ala Pro Ser Gin Pro Gly Ala Tyr Gin Pro 

305 310 315 

aga cca ggt ttt act tea ctt cct gga agt ace atg ace cct cct cca 1009 
Arg Pro Gly Phe Thr Ser Leu Pro Gly Ser Thr Met Thr Pro Pro Pro 

320 325 330 

agt ggg cct aat cct tat gcg cgt aac cgt cct ccc ttt ggt cag ggc 1057 
Ser Gly Pro Asn Pro Tyr Ala Arg Asn Arg Pro Pro Phe Gly Gin Gly 

335 340 345 

tat acc caa cct gga cct ggt tat cga taaggaggct cctctacacc 1104 
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Tyr Thr Gin Pro Gly Pro Gly Tyr Arg 

350 355 

aattaatgta gctgctagct attggcctcc caaaagactc cagtactatt ttaatttgta 1164 
ttgaagaagt tcagaaattt aaaagcagag cattttttat gatatcattg ttggtgttaa 1224 
ttgaaagtat aatttgctgg aacacaaaga ccaaaatgaa agttttttcc tccctgctta 1284 
aaaatgtagc agcttcttag ttactttgga acactactct tacatgtata aagtgattga 1344 
cttgactttc tagcttccct tgtccggagg atattaaaat gctagggtga ggtttagcca 1404 
tcttacttgg ctttttacta ttaacatgat gtactaaagt agagcccttt gagaatacaa 1464 
gatattatgt ataaaatgta acactgatga taggttaata aagatgattg aatcc 1519 



<210> 139 
<211> 396 
<212> PRT 

<213> Homo sapiens 

<400> 139 

Met Asn Gly Gin Leu Asp Leu Ser Gly Lys Leu He Val Lys Ala Gin 

15 10 15 

Leu Gly Glu Asp lie Arg Arg lie Pro lie His Asn Glu Asp lie Thr 

20 25 30 
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Tyr Asp Glu Leu Val Leu Met Met Gin Arg Val Phe Arg Gly Lys Leu 

35 40 45 

Leu Ser Asn Asp Glu Val Thr He Lys Tyr Lys Asp Glu Asp Gly Asp 

50 55 60 

Leu He Thr He Phe Asp Ser Ser Asp Leu Ser Phe Ala lie Gin Cys 

65 70 75 80 

Ser Arg He Leu Lys Leu Thr Leu Phe Val Asn Gly Gin Pro Arg Pro 

85 90 95 

Leu Glu Ser Ser Gin Val Lys Tyr Leu Arg Arg Glu Leu He Glu Leu 

100 105 110 

Arg Asn Lys Val Asn Arg Leu Leu Asp Ser Leu Glu Pro Pro Gly Glu 

115 120 125 

Pro Gly Pro Ser Thr Asn He Pro Glu Asn Asp Thr Val Asp Gly Arg 

130 135 140 

Glu Glu Lys Ser Ala Ser Asp Ser Ser Gly Lys Gin Ser Thr Gin Val 

145 150 155 160 

Met Ala Ala Ser Met Ser Ala Phe Asp Pro Leu Lys Asn Gin Asp Glu 

165 170 175 



He Asn Lys Asn Val Met Ser Ala Phe Gly Leu Thr Asp Asp Gin Val 
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180 



185 



190 



Ser Gly Pro Pro Ser Ala Pro Ala Glu Asp Arg Ser Gly Thr Pro Asp 

195 200 205 

Ser He Ala Ser Ser Ser Ser Ala Ala His Pro Pro Gly Val Gin Pro 

210 215 220 

Gin Gin Pro Pro Tyr Thr Gly Ala Gin Thr Gin Ala Gly Gin Met Tyr 

225 230 235 240 

Gin Gin Tyr Gin Gin Gin Ala Gly Tyr Gly Ala Gin Gin Pro Gin Ala 

245 250 255 

Pro Pro Gin Gin Pro Gin Gin Tyr Gly He Gin Tyr Ser Ala Ser Tyr 

260 265 270 

Ser Gin Gin Thr Gly Pro Gin Gin Pro Gin Gin Phe Gin Gly Tyr Gly 

275 280 285 

Gin Gin Pro Thr Ser Gin Ala Pro Ala Pro Ala Phe Ser Gly Gin Pro 

290 295 300 

Gin Gin Leu Pro Ala Gin Pro Pro Gin Gin Tyr Gin Ala Ser Asn Tyr 

305 310 315 320 



Pro Ala Gin Thr Tyr Thr Ala Gin Thr Ser Gin Pro Thr Asn Tyr Thr 

325 330 335 
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Val Ala Pro Ala Ser Gin Pro G ly Met Ala Pro Ser Gin Pro Gly Ala 

340 345 350 

Tyr Gin Pro Arg Pro Gly Phe Thr Ser Leu Pro Gly Ser Thr Met Thr 

355 360 365 

Pro Pro Pro Ser Gly Pro Asn Pro Tyr Ala Arg Asn Arg Pro Pro Phe 

370 375 380 

^ Gly Gin Gly Tyr Thr Gin Pro Gly Pro Gly Tyr Arg 

385 390 395 



<210> 140 
<211> 1641 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (19).. (1206) 

<400> 140 

aacatcctgg agtccacc atg aac gga cag ttg gat eta agt ggg aag eta 51 

Met Asn Gly Gin Leu Asp Leu Ser Gly Lys Leu 

1 5 10 

ate gtc aaa get caa ctt ggg gag gat att egg cga att cct att cat 99 
He Val Lys Ala Gin Leu Gly Glu Asp He Arg Arg He Pro He His 
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15 



20 



25 



aat gaa gat att act tat gat gaa tta gtg eta atg atg caa cga gtt 147 
Asn Glu Asp He Thr Tyr Asp Glu Leu Val Leu Met Met Gin Arg Val 

30 35 40 



ttc aga gga aaa ctt ctg agt aat gat gaa gta aca ata aag tat aaa 195 

Phe Arg Gly Lys Leu Leu Ser Asn Asp Glu Val Thr He Lys Tyr Lys 

45 50 55 

gat gaa gat gga gat ctt ata aca att ttt gat agt tct gac ctt tec 243 

Asp Glu Asp Gly Asp Leu He Thr He Phe Asp Ser Ser Asp Leu Ser 

60 65 70 75 



ttt gca att cag tgc agt agg ata ctg aaa ctg aca tta ttt gtt aat 291 
Phe Ala He Gin Cys Ser Arg He Leu Lys Leu Thr Leu Phe Val Asn 

80 85 90 



ggc cag cca aga ccc ctt gaa tea agt cag gtg aaa tat etc cgt cga 339 
Gly Gin Pro Arg Pro Leu Glu Ser Ser Gin Val Lys Tyr Leu Arg Arg 

95 100 105 



gaa ctg ata gaa ctt cga aat aaa gtg aat cgt tta ttg gat age ttg 387 
Glu Leu He Glu Leu Arg Asn Lys Val Asn Arg Leu Leu Asp Ser Leu 

110 115 120 



gaa cca cct gga gaa cca gga cct tec ace aat att cct gaa aat gat 435 
Glu Pro Pro Gly Glu Pro Gly Pro Ser Thr Asn He Pro Glu Asn Asp 

125 130 135 
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act gtg gat ggt agg gaa gaa aag tct get tct gat tct tct gga aaa 483 

Thr Val Asp Gly Arg Glu Glu Lys Ser Ala Ser Asp Ser Ser Gly Lys 

140 145 150 155 

cag tct act cag gtt atg gca gca agt atg tct get ttt gat cct tta 531 

Gin Ser Thr Gin Val Met Ala Ala Ser Met Ser Ala Phe Asp Pro Leu 

160 165 170 

aaa aac caa gat gaa ate aat aaa aat gtt atg tea gcg ttt ggc tta 579 

Lys Asn Gin Asp Glu He Asn Lys Asn Val Met Ser Ala Phe Gly Leu 

175 180 185 

aca gat gat cag gtt tea ggg cca ccc agt get cct gca gaa gat cgt 627 

Thr Asp Asp Gin Val Ser Gly Pro Pro Ser Ala Pro Ala Glu Asp Arg 

190 195 200 

tea gga aca ccc gac age att get tec tec tec tea gca get cac cca 675 

Ser Gly Thr Pro Asp Ser lie Ala Ser Ser Ser Ser Ala Ala His Pro 

205 210 215 

cca ggc gtt cag cca cag cag cca cca tat aca gga get cag act caa 723 

Pro Gly Val Gin Pro Gin Gin Pro Pro Tyr Thr Gly Ala Gin Thr Gin 

220 225 230 235 

gca ggt cag atg tac caa cag tac cag caa cag gee ggc tat ggt gca 771 

Ala Gly Gin Met Tyr Gin Gin Tyr Gin Gin Gin Ala Gly Tyr Gly Ala 

240 245 250 
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cag cag ccg cag get cca cct cag cag cct caa cag tat ggt att cag 819 
Gin Gin Pro Gin Ala Pro Pro Gin Gin Pro Gin Gin Tyr Gly He Gin 

255 260 265 

tat tea gca age tat agt cag cag act gga ccc caa caa cct cag cag 867 
Tyr Ser Ala Ser Tyr Ser Gin Gin Thr Gly Pro Gin Gin Pro Gin Gin 

270 275 280 

ttc cag gga tat ggc cag caa cca act tec cag gca cca get cct gee 915 
Phe Gin Gly Tyr Gly Gin Gin Pro Thr Ser Gin Ala Pro Ala Pro Ala 

285 290 295 

ttt tct ggt cag cct caa caa ctg cct get cag ccg cca cag cag tac 963 
Phe Ser Gly Gin Pro Gin Gin Leu Pro Ala Gin Pro Pro Gin Gin Tyr 

300 305 310 315 

cag gcg age aat tat cct gca caa act tac act gee caa act tct cag 1011 
Gin Ala Ser Asn Tyr Pro Ala Gin Thr Tyr Thr Ala Gin Thr Ser Gin 

320 325 330 

cct act aat tat act gtg get cct gee tct caa cct gga atg get cca 1059 
Pro Thr Asn Tyr Thr Val Ala Pro Ala Ser Gin Pro Gly Met Ala Pro 

335 340 345 

age caa cct ggg gee tat caa cca aga cca ggt ttt act tea ctt cct 1107 
Ser Gin Pro Gly Ala Tyr Gin Pro Arg Pro Gly Phe Thr Ser Leu Pro 

350 355 360 

gga agt ace atg ace cct cct cca agt ggg cct aat cct tat gcg cgt 1155 



5 7 7 



ffilE^ 2001-3116645 



#2001-254018 

Gly Ser Thr Met Thr Pro Pro Pro Ser Gly Pro Asn Pro Tyr Ala Arg 

365 370 375 

aac cgt cct ccc ttt ggt cag ggc tat acc caa cct gga cct ggt tat 1203 
Asn Arg Pro Pro Phe Gly Gin Gly Tyr Thr Gin Pro Gly Pro Gly Tyr 

380 385 390 395 

cga taaggaggct cctctacacc aattaatgta gctgctagct attggcctcc 1256 
Arg 

caaaagactc cagtactatt ttaatttgta ttgaagaagt tcagaaattt aaaagcagag 1316 
cattttttat gatatcattg ttggtgttaa ttgaaagtat aatttgctgg aacacaaaga 1376 
ccaaaatgaa agttttttcc tccctgctta aaaatgtagc agcttcttag ttactttgga 1436 
acactactct tacatgtata aagtgattga cttgactttc tagcttccct tgtccggagg 1496 
atattaaaat gctagggtga ggtttagcca tcttacttgg ctttttacta ttaacatgat 1556 
gtactaaagt agagcccttt gagaatacaa gatattatgt ataaaatgta acactgatga 1616 
taggttaata aagatgattg aatcc 1641 



<210> 141 

<211> 323 

<212> PRT 

<213> Homo sapiens 
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<400> 141 

Met Ala Phe Ser Gly Ser Gin Ala Pro Tyr Leu Ser Pro Ala Val Pro 

15 10 15 

Phe Ser Gly Thr He Gin Gly Gly Leu Gin Asp Gly Leu Gin He Thr 

20 25 30 

Val Asn Gly Thr Val Leu Ser Ser Ser Gly Thr Arg Phe Ala Val Asn 

35 40 45 

Phe Gin Thr Gly Phe Ser Gly Asn Asp He Ala Phe His Phe Asn Pro 

50 55 60 

Arg Phe Glu Asp Gly Gly Tyr Val Val Cys Asn Thr Arg Gin Asn Gly 

65 70 75 80 

Ser Trp Gly Pro Glu Glu Arg Lys Thr His Met Pro Phe Gin Lys Gly 

85 90 95 

Met Pro Phe Asp Leu Cys Phe Leu Val Gin Ser Ser Asp Phe Lys Val 

100 105 110 

Met Val Asn Gly He Leu Phe Val Gin Tyr Phe His Arg Val Pro Phe 

115 120 125 

His Arg Val Asp Thr lie Ser Val Asn Gly Ser Val Gin Leu Ser Tyr 

130 135 140 
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lie Ser Phe Gin Pro Pro Gly Val Trp Pro Ala Asn Pro Ala Pro He 

145 150 155 160 

Thr Gin Thr Val lie His Thr Val Gin Ser Ala Pro Gly Gin Met Phe 

165 170 175 

Ser Thr Pro Ala lie Pro Pro Met Met Tyr Pro His Pro Ala Tyr Pro 

180 185 190 

Met Pro Phe He Thr Thr He Leu Gly Gly Leu Tyr Pro Ser Lys Ser 

195 200 205 

He Leu Leu Ser Gly Thr Val Leu Pro Ser Ala Gin Arg Phe His lie 

210 215 220 

Asn Leu Cys Ser Gly Asn His He Ala Phe His Leu Asn Pro Arg Phe 

225 230 235 240 

Asp Glu Asn Ala Val Val Arg Asn Thr Gin lie Asp Asn Ser Trp Gly 

245 250 255 

Ser Glu Glu Arg Ser Leu Pro Arg Lys Met Pro Phe Val Arg Gly Gin 

260 265 270 

Ser Phe Ser Val Trp He Leu Cys Glu Ala His Cys Leu Lys Val Ala 

275 280 285 



Val Asp Gly Gin His Leu Phe Glu Tyr Tyr His Arg Leu Arg Asn Leu 

290 295 300 
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Pro Thr He Asn Arg Leu Glu Val Gly Gly Asp He Gin Leu Thr His 

305 310 315 320 



Val Gin Thr 



<210> 142 

• <211> 1616 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (72).. (1040) 
<400> 142 

^ aagtcgttcc ctctacaaag gacttcctag tgggtgtgaa aggcagcggt ggccacagag 60 

gcggcggaga g atg gcc ttc age ggt tec cag get ccc tac ctg agt cca 110 
Met Ala Phe Ser Gly Ser Gin Ala Pro Tyr Leu Ser Pro 

1 5 10 

get gtc ccc ttt tct ggg act att caa gga ggt etc cag gac gga ctt 158 
Ala Val Pro Phe Ser Gly Thr He Gin Gly Gly Leu Gin Asp Gly Leu 

15 20 25 

cag ate act gtc aat ggg acc gtt etc age tec agt gga acc agg ttt 206 
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Gin lie Thr Val Asn Gly Thr Val Leu Ser Ser Ser Gly Thr Arg Phe 

30 35 40 45 

get gtg aac ttt cag act ggc ttc agt gga aat gac att gec ttc cac 254 

Ala Val Asn Phe Gin Thr Gly Phe Ser Gly Asn Asp He Ala Phe His 

50 55 60 

ttc aac cct egg ttt gaa gat gga ggg tac gtg gtg tgc aac acg agg 302 

Phe Asn Pro Arg Phe Glu Asp Gly Gly Tyr Val Val Cys Asn Thr Arg 

65 70 75 

cag aac gga age tgg ggg ccc gag gag agg aag aca cac atg cct ttc 350 

Gin Asn Gly Ser Trp Gly Pro Glu Glu Arg Lys Thr His Met Pro Phe 

80 85 90 

cag aag ggg atg ccc ttt gac etc tgc ttc ctg gtg cag age tea gat 398 

Gin Lys Gly Met Pro Phe Asp Leu Cys Phe Leu Val Gin Ser Ser Asp 

95 100 105 

ttc aag gtg atg gtg aac ggg ate etc ttc gtg cag tac ttc cac cgc 446 

Phe Lys Val Met Val Asn Gly He Leu Phe Val Gin Tyr Phe His Arg 

110 115 120 125 

gtg ccc ttc cac cgt gtg gac ace ate tec gtc aat ggc tct gtg cag 494 

Val Pro Phe His Arg Val Asp Thr He Ser Val Asn Gly Ser Val Gin 

130 135 140 

ctg tec tac ate age ttc cag cct ccc ggc gtg tgg cct gee aac ccg 542 

Leu Ser Tyr He Ser Phe Gin Pro Pro Gly Val Trp Pro Ala Asn Pro 
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145 



150 



155 



get ccc att acc cag aca gtc ate cac aca gtg cag age gee cct gga 590 
Ala Pro He Thr Gin Thr Val lie His Thr Val Gin Ser Ala Pro Gly 

160 165 170 



cag atg ttc tct act ccc gee ate cca cct atg atg tac ccc cac ccc 638 

Gin Met Phe Ser Thr Pro Ala He Pro Pro Met Met Tyr Pro His Pro 

175 180 185 

gee tat ccg atg cct ttc ate acc acc att ctg gga ggg ctg tac cca 686 

Ala Tyr Pro Met Pro Phe He Thr Thr He Leu Gly Gly Leu Tyr Pro 

190 195 200 205 



tec aag tec ate etc ctg tea ggc act gtc ctg ccc agt get cag agg 734 
Ser Lys Ser He Leu Leu Ser Gly Thr Val Leu Pro Ser Ala Gin Arg 

210 215 220 



ttc cac ate aac ctg tgc tct ggg aac cac ate gee ttc cac ctg aac 782 
Phe His lie Asn Leu Cys Ser Gly Asn His lie Ala Phe His Leu Asn 

225 230 235 



ccc cgt ttt gat gag aat get gtg gtc cgc aac acc cag ate gac aac 830 
Pro Arg Phe Asp Glu Asn Ala Val Val Arg Asn Thr Gin He Asp Asn 

240 245 250 



tec tgg ggg tct gag gag cga agt ctg ccc cga aaa atg ccc ttc gtc 878 
Ser Trp Gly Ser Glu Glu Arg Ser Leu Pro Arg Lys Met Pro Phe Val 

255 260 265 



5 8 3 



2001-31 16645 



#2001-254018 



cgt ggc cag age ttc tea gtg tgg ate ttg tgt gaa get cac tgc etc 926 
Arg Gly Gin Ser Phe Ser Val Trp lie Leu Cys Glu Ala His Cys Leu 

270 275 280 285 

aag gtg gee gtg gat ggt cag cac ctg ttt gaa tac tac cat cgc ctg 974 
Lys Val Ala Val Asp Gly Gin His Leu Phe Glu Tyr Tyr His Arg Leu 

290 295 300 

agg aac ctg ccc acc ate aac aga ctg gaa gtg ggg ggc gac ate cag 1022 
Arg Asn Leu Pro Thr He Asn Arg Leu Glu Val Gly Gly Asp He Gin 

305 310 315 

ctg acc cat gtg cag aca taggeggett cctggccctg gggccggggg 1070 
Leu Thr His Val Gin Thr 

320 

ctggggtgtg gggcagtctg ggtcctctca tcatccccac ttcccaggcc cagcctttcc 1130 
aaccctgcct gggatctggg etttaatgea gaggecatgt ccttgtctgg tcctgcttct 1190 
ggctacagcc accctggaac ggagaaggca getgaegggg attgccttcc tcagccgcag 1250 
cagcacctgg ggctccagct gctggaatcc taccatccca ggaggcaggc acagecaggg 1310 
agaggggagg agtgggcagt gaagatgaag ccccatgctc agtcccctcc catcccccac 1370 
gcagctccac cccagtccca agccaccagc tgtctgctcc tggtgggagg tggcctcctc 1430 
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agcccctcct ctctgacctt taacctcact ctcaccttgc accgtgcacc aacccttcac 1490 



ccctcctgga aagcaggcct gatggcttcc cactggcctc caccacctga ccagagtgtt 1550 



ctcttcagag gactggctcc tttcccagtg tccttaaaat aaagaaatga aaatgcttgt 1610 



tggcac 1616 



<210> 143 
<211> 136 
<212> PRT 

<213> Homo sapiens 

<400> 143 

Met Ala Gly Ala lie lie Glu Asn Met Ser Thr Lys Lys Leu Cys He 

15 10 15 

Val Gly Gly He Leu Leu Val Phe Gin He He Ala Phe Leu Val Gly 

20 25 30 

Gly Leu lie Ala Pro Gly Pro Thr Thr Ala Val Ser Tyr Met Ser Val 

35 40 45 

Lys Cys Val Asp Ala Arg Lys Asn His His Lys Thr Lys Trp Phe Val 

50 55 60 

Pro Trp Gly Pro Asn His Cys Asp Lys He Arg Asp He Glu Glu Ala 

65 70 75 80 



5 8 5 miiE# 2001-31 16645 



#2001-254018 



lie Pro Arg Glu lie Glu Ala Asn Asp lie Val Phe Ser Val His He 

85 90 95 

Pro Leu Pro His Met Ala Leu Ser Cys Gly Phe Leu Asp Gin Arg His 

100 105 110 

Gly His Leu Ser Val Cys Leu Leu Thr Val Ala Phe Gly Gly Arg Phe 

115 120 125 

Leu Gin Pro Leu Met His Cys Val 

130 135 



<210> 144 
<211> 1252 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (225). . (632) 
<400> 144 

acaatcacag ctccgggcat tgggggaacc cgagccggct gcgccggggg aatccgtgcg 60 
ggcgccttcc gtcccggtcc catcctcgcc gcgctccagc acctctgaag ttttgcagcg 120 
cccagaaagg aggcgaggaa ggagggagtg tgtgagagga gggagcaaaa agctcaccct 180 
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aaaacattta tttcaaggag aaaagaaaaa gggggggcgc aaaa atg get ggg gca 236 

Met Ala Gly Ala 
1 

att ata gaa aac atg age ace aag aag ctg tgc att gtt ggt ggg att 284 
lie He Glu Asn Met Ser Thr Lys Lys Leu Cys He Val Gly Gly He 

5 10 15 20 

ctg etc gtg ttc caa ate ate gee ttt ctg gtg gga ggc ttg att get 332 
Leu Leu Val Phe Gin He He Ala Phe Leu Val Gly Gly Leu He Ala 

25 30 35 

cca ggg ccc aca acg gca gtg tec tac atg teg gtg aaa tgt gtg gat 380 
Pro Gly Pro Thr Thr Ala Val Ser Tyr Met Ser Val Lys Cys Val Asp 

40 45 50 

gec cgt aag aac cat cac aag aca aaa tgg ttc gtg cct tgg gga ccc 428 
Ala Arg Lys Asn His His Lys Thr Lys Trp Phe Val Pro Trp Gly Pro 

55 60 65 

aat cat tgt gac aag ate cga gac att gaa gag gca att cca agg gaa 476 
Asn His Cys Asp Lys He Arg Asp He Glu Glu Ala He Pro Arg Glu 

70 75 80 

att gaa gec aat gac ate gtg ttt tct gtt cac att ccc etc ccc cac 524 
He Glu Ala Asn Asp He Val Phe Ser Val His He Pro Leu Pro His 

85 90 95 100 
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atg get ctt age tgt ggt ttc ttg gac cag egg cat gga cat ttg tea 572 
Met Ala Leu Ser Cys Gly Phe Leu Asp Gin Arg His Gly His Leu Ser 

105 110 115 

gtt tgc ctt ctg acg gta get ttt gga gga aga ttc ctg cag cca eta 620 
Val Cys Leu Leu Thr Val Ala Phe Gly Gly Arg Phe Leu Gin Pro Leu 

120 125 130 

atg cat tgt gta tgataacaaa aactctggta tgacacattt tctgtgatca 672 
Met His Cys Val 

135 

ttgttaatta gtgacatagt aacatctgta gcagctggtt agtaaacctc atgtgggggt 732 

ggggtggggg tgtattcctt gggggatggt ttgggccgaa tggggagtgg aatatttgac 792 

atttttcctg ttttaaattc taggatagat tttaacatcc tttgeggtec cagtccaagg 852 

taggctggtg tcatagtctt ctcactccta atccatgacc actgtttttt tcctatttat 912 

atcaccaggt agectactga gttaatattt aagttgtcaa tagataagtg tccctgtttt 972 

gtggcataat ataactgaat ttcatgagaa gatttattcc accaggggta tttcagcttt 1032 

gaaaccaaat ctgtgtatct aatactaacc aatctgttgg atgtgggttt taaaaaatgt 1092 

ttgetaaact acccaagtaa gatttactgt attaaatggc ettegggtet gaaaagcttt 1152 

tttaacctct tgcttaaaat gcgttttatt ttgataagat acttcaaata gcctccaaaa 1212 
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gtgtagatcc aatcacttaa ataaacctgt atgtatatgc 1252 



<210> 145 
<211> 468 
<212> PRT 

<213> Homo sapiens 
• <400> 145 

Met Pro Val Arg Thr He Thr Arg Gin Asn Gly Ser Cys Leu Gly Asp 

15 10 15 

Pro lie lie Val Thr Arg Ser Glu Thr Leu Lys Arg Gin Phe Gin Phe 

20 25 30 

Met Leu Phe He Leu Gin Leu Asp He Ala Phe Lys Leu Asn Asn Gin 

35 40 45 

He Arg Glu Asn Ala Glu Val Ser Met Asp Val Ser Leu Ala Tyr Arg 

50 55 60 

Asp Asp Ala Phe Ala Glu Trp Thr Glu Met Ala His Glu Arg Val Pro 

65 70 75 80 

Arg Lys Leu Lys Cys Thr Phe Thr Ser Pro Lys Thr Pro Glu His Glu 

85 90 95 

Gly Arg Tyr Tyr Glu Cys Asp Val Leu Pro Phe Met Glu He Gly Ser 
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100 



105 



110 



Val Ala His Lys Phe Tyr Leu Leu Asn lie Arg Leu Pro Val Asn Glu 

115 120 125 

Lys Lys Lys lie Asn Val Gly lie Gly Glu He Lys Asp He Arg Leu 

130 135 140 

Val Gly He His Gin Asn Gly Gly Phe Thr Lys Val Trp Phe Ala Met 

145 150 155 160 

Lys Thr Phe Leu Thr Pro Ser He Phe He He Met Val Trp Tyr Trp 

165 170 175 

Arg Arg He Thr Met Met Ser Arg Pro Pro Val Leu Leu Glu Lys Val 

180 185 190 

He Phe Ala Leu Gly He Ser Met Thr Phe He Asn He Pro Val Glu 

195 200 205 

Trp Phe Ser He Gly Phe Asp Trp Thr Trp Met Leu Leu Phe Gly Asp 

210 215 220 

He Arg Gin Gly He Phe Tyr Ala Met Leu Leu Ser Phe Trp He He 

225 230 235 240 



Phe Cys Gly Glu His Met Met Asp Gin His Glu Arg Asn His lie Ala 

245 250 255 
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Gly Tyr Trp Lys Gin Val Gly Pro lie Ala Val Gly Ser Phe Cys Leu 

260 265 270 

Phe He Phe Asp Met Cys Glu Arg Gly Val Gin Leu Thr Asn Pro Phe 

275 280 285 

Tyr Ser He Trp Thr Thr Asp He Gly Thr Glu Leu Ala Met Ala Phe 

290 295 300 

He He Val Ala Gly He Cys Leu Cys Leu Tyr Phe Leu Phe Leu Cys 

305 310 315 320 

Phe Met Val Phe Gin Val Phe Arg Asn He Ser Gly Lys Gin Ser Ser 

325 330 335 

Leu Pro Ala Met Ser Lys Val Arg Arg Leu His Tyr Glu Gly Leu He 

340 345 350 

Phe Arg Phe Lys Phe Leu Met Leu He Thr Leu Ala Cys Ala Ala Met 

355 360 365 

Thr Val He Phe Phe He Val Ser Gin Val Thr Glu Gly His Trp Lys 

370 375 380 

Trp Gly Gly Val Thr Val Gin Val Asn Ser Ala Phe Phe Thr Gly He 

385 390 395 400 



Tyr Gly Met Trp Asn Leu Tyr Val Phe Ala Leu Met Phe Leu Tyr Ala 

405 410 415 
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Pro Ser His Lys Asn Tyr Gly Glu Asp Gin Ser Asn Gly Met Gin Leu 

420 425 430 



Pro Cys Lys Ser Arg Glu Asp Cys Ala Leu Phe Val Ser Glu Leu Tyr 

435 440 445 

Gin Glu Leu Phe Ser Ala Ser Lys Tyr Ser Phe He Asn Asp Asn Ala 

450 455 460 



Ala Ser Gly He 

465 



<210> 146 
<211> 1943 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (379).. (1782) 
<400> 146 

acaatcacag ctccgggcat tgggggaacc cgagccggct gcgccggggg aatccgtgcg 60 
ggcgccttcc gtcccggtcc catcctcgcc gcgctccagc acctctgaag ttttgcagcg 120 

cccagaaagg aggcgaggaa ggagggagtg tgtgagagga gggagcaaaa agctcaccct 180 

5 9 2 t£U¥f 2001-31 16645 



#2001-254018 



aaaacattta tttcaaggag aaaagaaaaa gggggggcgc aaaaatggct ggggcaatta 240 

tagaaaacat gagcaccaag aagctgtgca ttgttggtgg gattctgctc gtgttccaaa 300 

tcatcgcctt tctggtggga ggcttgattg ctccagggcc cacaacggca gtgtcctaca 360 

tgtcggtgaa atgtgtgg atg ccc gta aga acc ate aca aga caa aat ggt 411 

Met Pro Val Arg Thr lie Thr Arg Gin Asn Gly 

1 5 10 

teg tgc ctt ggg gac cca ate att gtg aca aga tec gag aca ttg aag 459 
Ser Cys Leu Gly Asp Pro He He Val Thr Arg Ser Glu Thr Leu Lys 

15 20 25 

agg caa ttc caa ttc atg ctg ttt ate ctg cag ctg gac att gec ttc 507 
Arg Gin Phe Gin Phe Met Leu Phe He Leu Gin Leu Asp He Ala Phe 

30 35 40 

aag eta aac aac caa ate aga gaa aat gca gaa gtc tec atg gac gtt 555 
Lys Leu Asn Asn Gin lie Arg Glu Asn Ala Glu Val Ser Met Asp Val 

45 50 55 

tec ctg get tac cgt gat gac gcg ttt get gag tgg act gaa atg gee 603 
Ser Leu Ala Tyr Arg Asp Asp Ala Phe Ala Glu Trp Thr Glu Met Ala 

60 65 70 75 

cat gaa aga gta cca egg aaa etc aaa tgc acc ttc aca tct ccc aag 651 
His Glu Arg Val Pro Arg Lys Leu Lys Cys Thr Phe Thr Ser Pro Lys 
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80 



85 



90 



act cca gag cat gag ggc cgt tac tat gaa tgt gat gtc ctt cct ttc 699 
Thr Pro Glu His Glu Gly Arg Tyr Tyr Glu Cys Asp Val Leu Pro Phe 

95 100 105 



atg gaa att ggg tct gtg gcc cat aag ttt tac ctt tta aac ate egg 747 

Met Glu He Gly Ser Val Ala His Lys Phe Tyr Leu Leu Asn He Arg 

110 115 120 

ctg cct gtg aat gag aag aag aaa ate aat gtg gga att ggg gag ata 795 

Leu Pro Val Asn Glu Lys Lys Lys He Asn Val Gly He Gly Glu He 

125 130 135 



aag gat ate egg ttg gtg ggg ate cac caa aat gga ggc ttc acc aag 843 
Lys Asp He Arg Leu Val Gly He His Gin Asn Gly Gly Phe Thr Lys 

140 145 150 155 



gtg tgg ttt gcc atg aag acc ttc ctt acg ccc age ate ttc ate att 891 
Val Trp Phe Ala Met Lys Thr Phe Leu Thr Pro Ser He Phe lie lie 

160 165 170 



atg gtg tgg tat tgg agg agg ate acc atg atg tec cga ccc cca gtg 939 
Met Val Trp Tyr Trp Arg Arg lie Thr Met Met Ser Arg Pro Pro Val 

175 180 185 



ctt ctg gaa aaa gtc ate ttt gcc ctt ggg att tec atg acc ttt ate 987 
Leu Leu Glu Lys Val He Phe Ala Leu Gly He Ser Met Thr Phe He 

190 195 200 
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aat ate cca gtg gaa tgg ttt tec ate ggg ttt gac tgg ace tgg atg 1035 

Asn He Pro Val Glu Trp Phe Ser He Gly Phe Asp Trp Thr Trp Met 

205 210 215 

ctg ctg ttt ggt gac ate cga cag ggc ate ttc tat gcg atg ctt ctg 1083 

Leu Leu Phe Gly Asp He Arg Gin Gly lie Phe Tyr Ala Met Leu Leu 

220 225 230 235 

tec ttc tgg ate ate ttc tgt ggc gag cac atg atg gat cag cac gag 1131 

Ser Phe Trp He He Phe Cys Gly Glu His Met Met Asp Gin His Glu 

240 245 250 

egg aac cac ate gca ggg tat tgg aag caa gtc gga ccc att gee gtt 1179 

Arg Asn His He Ala Gly Tyr Trp Lys Gin Val Gly Pro He Ala Val 

255 260 265 

ggc tec ttc tgc etc ttc ata ttt gac atg tgt gag aga ggg gta caa 1227 

Gly Ser Phe Cys Leu Phe He Phe Asp Met Cys Glu Arg Gly Val Gin 

270 275 280 

etc acg aat ccc ttc tac agt ate tgg act aca gac att gga aca gag 1275 

Leu Thr Asn Pro Phe Tyr Ser He Trp Thr Thr Asp He Gly Thr Glu 

285 290 295 

ctg gee atg gee ttc ate ate gtg get gga ate tgc etc tgc etc tac 1323 

Leu Ala Met Ala Phe lie He Val Ala Gly He Cys Leu Cys Leu Tyr 

300 305 310 315 
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ttc ctg ttt eta tgc ttc atg gta ttt cag gtg ttt egg aac ate agt 1371 
Phe Leu Phe Leu Cys Phe Met Val Phe Gin Val Phe Arg Asn He Ser 

320 325 330 

ggg aag cag tec age ctg cca get atg age aaa gtc egg egg eta cac 1419 

Gly Lys Gin Ser Ser Leu Pro Ala Met Ser Lys Val Arg Arg Leu His 

335 340 345 

tat gag ggg eta att ttt agg ttc aag ttc etc atg ctt ate ace ttg 1467 

Tyr Glu Gly Leu He Phe Arg Phe Lys Phe Leu Met Leu He Thr Leu 

350 355 360 

gee tgc get gee atg act gtc ate ttc ttc ate gtt agt cag gta acg 1515 

Ala Cys Ala Ala Met Thr Val He Phe Phe He Val Ser Gin Val Thr 

365 370 375 

gaa ggc cat tgg aaa tgg ggc ggc gtc aca gtc caa gtg aac agt gee 1563 

Glu Gly His Trp Lys Trp Gly Gly Val Thr Val Gin Val Asn Ser Ala 

380 385 390 395 

ttt ttc aca ggc ate tat ggg atg tgg aat ctg tat gtc ttt get ctg 1611 

Phe Phe Thr Gly He Tyr Gly Met Trp Asn Leu Tyr Val Phe Ala Leu 

400 405 410 

atg ttc ttg tat gca cca tec cat aaa aac tat gga gaa gac cag tec 1659 

Met Phe Leu Tyr Ala Pro Ser His Lys Asn Tyr Gly Glu Asp Gin Ser 

415 420 425 

aat gga atg caa etc cca tgt aaa teg agg gaa gat tgt get ttg ttt 1707 
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Asn Gly Met Gin Leu Pro Cys Lys Ser Arg Glu Asp Cys Ala Leu Phe 

430 435 440 

gtt teg gaa ctt tat caa gaa ttg ttc age get teg aaa tat tec ttc 1755 
Val Ser Glu Leu Tyr Gin Glu Leu Phe Ser Ala Ser Lys Tyr Ser Phe 

445 450 455 

ate aat gac aac gca get tct ggt att tgagtcaaca aggcaacaca 1802 
He Asn Asp Asn Ala Ala Ser Gly He 

460 465 

tgtttatcag etttgeattt gcagttgtca cagtcacatt gattgtactt gtataegcac 1862 

acaaatacac teatttagee tttatctcaa aatgttaaat ataaggaaaa aagegtcaac 1922 

aataaatatt ctttgagtat t 1943 



<210> 147 
<211> 460 
<212> PRT 

<213> Homo sapiens 

<400> 147 

Met Pro Val Arg Thr lie Thr Arg Gin Asn Gly Ser Cys Leu Gly Asp 

15 10 15 

Pro He He Val Thr Arg Ser Glu Thr Leu Lys Arg Gin Phe Gin Gly 

20 25 30 
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Lys Leu Lys Pro Met Thr Ser Cys Phe Leu Phe Thr Phe Pro Ser Pro 

35 40 45 

Met Asp Val Ser Leu Ala Tyr Arg Asp Asp Ala Phe Ala Glu Trp Thr 

50 55 60 

Glu Met Ala His Glu Arg Val Pro Arg Lys Leu Lys Cys Thr Phe Thr 

65 70 75 80 

Ser Pro Lys Thr Pro Glu His Glu Gly Arg Tyr Tyr Glu Cys Asp Val 

85 90 95 

Leu Pro Phe Met Glu He Gly Ser Val Ala His Lys Phe Tyr Leu Leu 

100 105 110 

Asn He Arg Leu Pro Val Asn Glu Lys Lys Lys He Asn Val Gly lie 

115 120 125 

Gly Glu He Lys Asp He Arg Leu Val Gly He His Gin Asn Gly Gly 

130 135 140 

Phe Thr Lys Val Trp Phe Ala Met Lys Thr Phe Leu Thr Pro Ser He 

145 150 155 160 

Phe He He Met Val Trp Tyr Trp Arg Arg He Thr Met Met Ser Arg 

165 170 175 



Pro Pro Vai Leu Leu Glu Lys Val He Phe Ala Leu Gly He Ser Met 
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180 



185 



190 



Thr Phe He Asn lie Pro Val Glu Trp Phe Ser He Gly Phe Asp Trp 

195 200 205 

Thr Trp Met Leu Leu Phe Gly Asp He Arg Gin Gly He Phe Tyr Ala 

210 215 220 

Met Leu Leu Ser Phe Trp He He Phe Cys Gly Glu His Met Met Asp 

225 230 235 240 

Gin His Glu Arg Asn His He Ala Gly Tyr Trp Lys Gin Val Gly Pro 

245 250 255 

He Ala Val Gly Ser Phe Cys Leu Phe He Phe Asp Met Cys Glu Arg 

260 265 270 

Gly Vat Gin Leu Thr Asn Pro Phe Tyr Ser He Trp Thr Thr Asp He 

275 280 285 

Gly Thr Glu Leu Ala Met Ala Phe He He Val Ala Gly lie Cys Leu 

290 295 300 

Cys Leu Tyr Phe Leu Phe Leu Cys Phe Met Val Phe Gin Val Phe Arg 

305 310 315 320 



Asn He Ser Gly Lys Gin Ser Ser Leu Pro Ala Met Ser Lys Val Arg 

325 330 335 
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Arg Leu His Tyr Glu Gly Leu He Phe Arg Phe Lys Phe Leu Met Leu 

340 345 350 

He Thr Leu Ala Cys Ala Ala Met Thr Val He Phe Phe He Val Ser 

355 360 365 

Gin Val Thr Glu Gly His Trp Lys Trp Gly Gly He Thr Val Gin Val 

370 375 380 

Asn Ser Ala Phe Phe Thr Gly He Tyr Gly Met Trp Asn Leu Tyr Val 

385 390 395 400 

Phe Ala Leu Met Phe Leu Tyr Ala Pro Ser His Lys Asn Tyr Gly Glu 

405 410 415 

Asp Gin Ser Asn Gly Met Gin Leu Pro Cys Lys Ser Arg Glu Asp Cys 

420 425 430 

Ala Leu Phe Val Ser Glu Leu Tyr Gin Glu Leu Phe Ser Ala Ser Lys 

435 440 445 



Tyr Ser Phe He Asn Asp Asn Ala Ala Ser Gly He 

450 455 460 



<210> 148 

<211> 1919 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 

<222> (376). . (1755) 
<400> 148 

atcacagctc cgggcattgg gggaacccga gccggctgcg ccgggggaat ccgtgcgggc 60 

gccttccgtc ccggtcccat cctcgccgcg ctccagcacc tctgaagttt tgcagcgccc 120 

agaaaggagg cgaggaagga gggagtgtat gagaggaggg agcaaaaagc tcaccctaaa 180 

acatttattt caaggagaaa agaaaaaggg ggggcgcaaa aatggctggg gcaattatag 240 

aaaacatgag caccaagaag ctgtgcattg ttggtgggat tctgctcgtg ttccaaatca 300 

tcgcctttct ggtgggaggc ttgattgctc cagggcccac aacggcagtg tcctacatgt 360 

cggtgaaatg tgtgg atg ccc gta aga acc ate aca aga caa aat ggt teg 411 
Met Pro Val Arg Thr He Thr Arg Gin Asn Gly Ser 

1 5 10 

tgc ctt ggg gac cca ate att gtg aca aga tec gag aca ttg aag agg 459 
Cys Leu Gly Asp Pro He lie Val Thr Arg Ser Glu Thr Leu Lys Arg 

15 20 25 

caa ttc caa ggg aaa ttg aag cca atg aca teg tgt ttt ctg ttc aca 507 
Gin Phe Gin Gly Lys Leu Lys Pro Met Thr Ser Cys Phe Leu Phe Thr 

30 35 40 
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ttc ccc tec ccc atg gac gtt tec ctg get tac cgt gat gac gcg ttt 555 

Phe Pro Ser Pro Met Asp Val Ser Leu Ala Tyr Arg Asp Asp Ala Phe 

45 50 55 60 

get gag tgg act gaa atg gee cat gaa aga gta cca egg aaa etc aaa 603 

Ala Glu Trp Thr Glu Met Ala His Glu Arg Val Pro Arg Lys Leu Lys 

65 70 75 

tgc ace ttc aca tct ccc aag act cca gag cat gag ggc cgt tac tat 651 

Cys Thr Phe Thr Ser Pro Lys Thr Pro Glu His Glu Gly Arg Tyr Tyr 

80 85 90 

gaa tgt gat gtc ctt cct ttc atg gaa att ggg tct gtg gee cat aag 699 

Glu Cys Asp Val Leu Pro Phe Met Glu He Gly Ser Val Ala His Lys 

95 100 105 

ttt tac ctt tta aac ate egg ctg cct gtg aat gag aag aag aaa ate 747 

Phe Tyr Leu Leu Asn lie Arg Leu Pro Val Asn Glu Lys Lys Lys lie 

110 115 120 

aat gtg gga att ggg gag ata aag gat ate egg ttg gtg ggg ate cac 795 

Asn Val Gly He Gly Glu He Lys Asp He Arg Leu Val Gly He His 

125 130 135 140 

caa aat gga ggc ttc acc aag gtg tgg ttt gee atg aag acc ttc ctt 843 

Gin Asn Gly Gly Phe Thr Lys Val Trp Phe Ala Met Lys Thr Phe Leu 

145 150 155 
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acg ccc age ate ttc ate att atg gtg tgg tat tgg agg agg ate ace 
Thr Pro Ser He Phe He lie Met Val Trp Tyr Trp Arg Arg He Thr 

160 165 170 



891 



atg atg tec cga ccc cca gtg ctt ctg gaa aaa gtc ate ttt gee ctt 939 
Met Met Ser Arg Pro Pro Val Leu Leu Glu Lys Val He Phe Ala Leu 

175 180 185 



ggg att tec atg ace ttt ate aat ate cca gtg gaa tgg ttt tec ate 987 
w Gly He Ser Met Thr Phe He Asn He Pro Val Glu Trp Phe Ser He 

190 195 200 



ggg ttt gac tgg acc tgg atg ctg ctg ttt ggt gac ate cga cag ggc 1035 
Gly Phe Asp Trp Thr Trp Met Leu Leu Phe Gly Asp He Arg Gin Gly 

205 210 215 220 



ate ttc tat gcg atg ctt ctg tec ttc tgg ate ate ttc tgt ggc gag 
He Phe Tyr Ala Met Leu Leu Ser Phe Trp He He Phe Cys Gly Glu 

225 230 235 



1083 



cac atg atg gat cag cac gag egg aac cac ate gca ggg tat tgg aag 
His Met Met Asp Gin His Glu Arg Asn His He Ala Gly Tyr Trp Lys 

240 245 250 



1131 



caa gtc gga ccc att gee gtt ggc tec ttc tgc etc ttc ata ttt gac 1179 
Gin Val Gly Pro He Ala Val Gly Ser Phe Cys Leu Phe He Phe Asp 

255 260 265 



atg tgt gag aga ggg gta caa etc acg aat ccc ttc tac agt ate tgg 1227 
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Met Cys Glu Arg Gly Val Gin Leu Thr Asn Pro Phe Tyr Ser He Trp 

270 275 280 



act aca gac att gga aca gag ctg gcc atg gcc ttc ate ate gtg get 1275 
Thr Thr Asp He Gly Thr Glu Leu Ala Met Ala Phe He He Val Ala 

285 290 295 300 



gga ate tgc etc tgc etc tac ttc ctg ttt eta tgc ttc atg gta ttt 
Gly He Cys Leu Cys Leu Tyr Phe Leu Phe Leu Cys Phe Met Val Phe 

305 310 315 



1323 



cag gtg ttt egg aac ate agt ggg aag cag tec age ctg cca get atg 1371 
Gin Val Phe Arg Asn He Ser Gly Lys Gin Ser Ser Leu Pro Ala Met 

320 325 330 



age aaa gtc egg egg eta cac tat gag ggg eta att ttt agg ttc aag 1419 

Ser Lys Val Arg Arg Leu His Tyr Glu Gly Leu He Phe Arg Phe Lys 

335 340 345 

ttc etc atg ctt ate ace ttg gcc tgc get gcc atg act gtc ate ttc 1467 

Phe Leu Met Leu He Thr Leu Ala Cys Ala Ala Met Thr Val He Phe 

350 355 360 



ttc ate gtt agt cag gta acg gaa ggc cat tgg aaa tgg ggc ggc ate 1515 
Phe He Val Ser Gin Val Thr Glu Gly His Trp Lys Trp Gly Gly He 

365 370 375 380 



aca gtc caa gtg aac agt gcc ttt ttc aca ggc ate tat ggg atg tgg 1563 
Thr Val Gin Val Asn Ser Ala Phe Phe Thr Gly He Tyr Gly Met Trp 
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385 390 395 

aat ctg tat gtc ttt get ctg atg ttc ttg tat gca cca tec cat aaa 1611 
Asn Leu Tyr Val Phe Ala Leu Met Phe Leu Tyr Ala Pro Ser His Lys 

400 405 410 

aac tat gga gaa gac cag tec aat gga atg caa etc cca tgt aaa teg 1659 
Asn Tyr Gly Glu Asp Gin Ser Asn Gly Met Gin Leu Pro Cys Lys Ser 

415 420 425 

agg gaa gat tgt get ttg ttt gtt teg gaa ctt tat caa gaa ttg ttc 1707 
Arg Glu Asp Cys Ala Leu Phe Val Ser Glu Leu Tyr Gin Glu Leu Phe 

430 435 440 

age get teg aaa tat tec ttc ate aat gac aac gca get tct ggt att 1755 
Ser Ala Ser Lys Tyr Ser Phe He Asn Asp Asn Ala Ala Ser Gly He 

445 450 455 460 

tgagtcaaca aggcaacaca tgtttatcag etttgeattt gcagttgtca cagtcacatt 1815 
gattgtactt gtataegcac acaaatacac teatttagee tttatctcaa aatgttaaat 1875 
ataaggaaaa aagegtcaac aataaatatt ctttgagtat tgtc 1919 



<210> 149 

<211> 183 

<212> PRT 

<213> Homo sapiens 
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<400> 149 

Met Lys Leu Leu Ser Leu Val Ala Val Val Gly Cys Leu Leu Val Pro 

15 10 15 

Pro Ala Glu Ala Asn Lys Ser Ser Glu Asp He Arg Cys Lys Cys lie 

20 25 30 

Cys Pro Pro Tyr Arg Asn He Ser Gly His He Tyr Asn Gin Asn Val 

35 40 45 

Ser Gin Lys Asp Cys Asn Cys Leu His Val Val Glu Pro Met Pro Val 

50 55 60 

Pro Gly His Asp Val Glu Ala Tyr Cys Leu Leu Cys Glu Cys Arg Tyr 

65 70 75 80 

Glu Glu Arg Ser Thr Thr Thr He Lys Val He He Val He Tyr Leu 

85 90 95 

Ser Val Val Gly Ala Leu Leu Leu Tyr Met Ala Phe Leu Met Leu Val 

100 105 110 

Asp Pro Leu He Arg Lys Pro Asp Ala Tyr Thr Glu Gin Leu His Asn 

115 120 125 

Glu Glu Glu Asn Glu Asp Ala Arg Ser Met Ala Ala Ala Ala Ala Ser 

130 135 140 
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Leu Gly Gly Pro Arg Ala Asn Thr Val Leu Glu Arg Val Glu Gly Ala 

145 150 155 160 

Gin Gin Arg Trp Lys Leu Gin Val Gin Glu Gin Arg Lys Thr Val Phe 

165 170 175 

Asp Arg His Lys Met Leu Ser 

180 



<210> 150 
<211> 1562 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (120).. (668) 
<400> 150 

tacggctgcg agaagacgac agaaggggat taagagggag ggcggggaca actgggtctt 60 

ttgcggctgc agcgggcttg taggtgtccg gctttgctgg cccagcaagc ctgataagc 119 

atg aag etc tta tct ttg gtg get gtg gtc ggg tgt ttg ctg gtg ccc 167 
Met Lys Leu Leu Ser Leu Val Ala Val Val Gly Cys Leu Leu Val Pro 

15 10 15 

cca get gaa gec aac aag agt tct gaa gat ate egg tgc aaa tgc ate 215 
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Pro Ala Glu Ala Asn Lys Ser Ser Glu Asp He Arg Cys Lys Cys lie 

20 25 30 

tgt cca cct tat aga aac ate agt ggg cac att tac aac cag aat gta 263 
Cys Pro Pro Tyr Arg Asn He Ser Gly His He Tyr Asn Gin Asn Val 

35 40 45 

tec cag aag gac tgc aac tgc ctg cac gtg gtg gag ccc atg cca gtg 311 
Ser Gin Lys Asp Cys Asn Cys Leu His Val Val Glu Pro Met Pro Val 

50 55 60 

cct ggc cat gac gtg gag gec tac tgc ctg ctg tgc gag tgc agg tac 359 
Pro Gly His Asp Val Glu Ala Tyr Cys Leu Leu Cys Glu Cys Arg Tyr 

65 70 75 80 

gag gag cgc age acc acc acc ate aag gtc ate att gtc ate tac ctg 407 
Glu Glu Arg Ser Thr Thr Thr He Lys Val He He Val He Tyr Leu 

85 90 95 

tec gtg gtg ggt gee ctg ttg etc tac atg gee ttc ctg atg ctg gtg 455 
Ser Val Val Gly Ala Leu Leu Leu Tyr Met Ala Phe Leu Met Leu Val 

100 105 110 

gac cct ctg ate cga aag ccg gat gca tat act gag caa ctg cac aat 503 
Asp Pro Leu He Arg Lys Pro Asp Ala Tyr Thr Glu Gin Leu His Asn 

115 120 125 

gag gag gag aat gag gat get cgc tct atg gca gca get get gca tec 551 
Glu Glu Glu Asn Glu Asp Ala Arg Ser Met Ala Ala Ala Ala Ala Ser 
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130 135 140 

etc ggg gga ccc cga gca aac aca gtc ctg gag cgt gtg gaa ggt gec 599 
Leu Gly Gly Pro Arg Ala Asn Thr Val Leu Glu Arg Val Glu Gly Ala 

145 150 155 160 

cag cag egg tgg aag ctg cag gtg cag gag cag egg aag aca gtc ttc 647 
Gin Gin Arg Trp Lys Leu Gin Val Gin Glu Gin Arg Lys Thr Val Phe 

165 170 175 

gat egg cac aag atg etc age tagatgggct ggtgtggttg ggtcaaggee 698 
Asp Arg His Lys Met Leu Ser 

180 

ccaacaccat ggctgccagc ttccaggctg gacaaagcag ggggctactt ctcccttccc 758 

tcggttccag tcttcccttt aaaagcctgt ggcatttttc ctccttctcc ctaactttag 818 

aaatgttgta cttggctatt ttgattaggg aagagggatg tggtctctga tctccgttgt 878 

cttcttgggt ctttggggtt gaagggaggg ggaaggcagg ccagaaggga atggagacat 938 

tegaggegge ctcaggagtg gatgegatet gtctctcctg gctccactct tgccgccttc 998 

cagctctgag tcttgggaat gttgttaccc ttggaagata aagctgggtc ttcaggaact 1058 

cagtgtctgg gaggaaagca tggcccagca ttcagcatgt gttcctttct gcagtggttc 1118 

tttatcacca cctccctccc agccccagcg cctcagcccc agccccagct ccagccctga 1178 
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ggacagctct gatgggagag ctgggccccc tgagcccact gggtcttcag ggtgcactgg 1238 



aagctggtgt tcgctgtccc ctgtgcactt ctcgcactgg ggcatggagt gcccatgcat 1298 



actctgctgc cggtcccctc acctgcactt gaggggtctg ggcagtccct cctctcccca 1358 



gtgtccacag tcactgagcc agacggtcgg ttggaacatg agactcgagg ctgagcgtgg 1418 



atctgaacac cacagcccct gtacttgggt tgcctcttgt ccctgaactt cgttgtacca 1478 



gtgcatggag agaaaatttt gtcctcttgt cttagagttg tgtgtaaatc aaggaagcca 1538 



tcattaaatt gttttatttc tctc 1562 



<210> 151 
<211> 2815 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (192).. (2387) 
<400> 151 

tctctcctcc tcctccagca gccaccaggg accgggagat ctaccagctc aagaccccta 60 

cagccaggtc tgtgctgccg ccctccagca tctttgcagc aggggacgag gctgtgtggg 120 
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aggctgtcgg ttcggaacat gtctccaccc accccaccct ctgtggctcc aggcttcatt 180 

ctcccccatc c atg gat aac cca ggg cct teg etc cgt ggt gee ttt ggc 230 
Met Asp Asn Pro Gly Pro Ser Leu Arg Gly Ala Phe Gly 

1 5 10 

att eta ggt gee ttg gaa agg gac agg ctg ace cac ctg aaa cac aag 278 
lie Leu Gly Ala Leu Glu Arg Asp Arg Leu Thr His Leu Lys His Lys 

15 20 25 

ctg ggg agt ctg tgt tea ggc age cag gag tea aag ctt etc cat gee 326 
Leu Gly Ser Leu Cys Ser Gly Ser Gin Glu Ser Lys Leu Leu His Ala 

30 35 40 45 

atg gta etc ctg get ctg ggc cag gac acg gag gee agg gtc tct ctg 374 
Met Val Leu Leu Ala Leu Gly Gin Asp Thr Glu Ala Arg Val Ser Leu 

50 55 60 

gag tec ttg aag atg aac aca gta gec cag ctg gta gee cac cag tgg 422 
Glu Ser Leu Lys Met Asn Thr Val Ala Gin Leu Val Ala His Gin Trp 

65 70 75 

gca gac atg gag ace aca gag ggc cct gag gag cct cca gac ttg tec 470 
Ala Asp Met Glu Thr Thr Glu Gly Pro Glu Glu Pro Pro Asp Leu Ser 

80 85 90 

tgg acg gtg get cgc ctg tac cac ctg ctg get gag gag aac ctg tgt 518 
Trp Thr Val Ala Arg Leu Tyr His Leu Leu Ala Glu Glu Asn Leu Cys 
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95 



100 



105 



ccg gcc tct aca agg gac atg get tac cag gtg gec ctt cgt gac ttt 566 
Pro Ala Ser Thr Arg Asp Met Ala Tyr Gin Val Ala Leu Arg Asp Phe 

110 115 120 125 



gcc tec cag ggt gac cac cag ctg ggc caa etc cag aat gag gcc tgg 614 

Ala Ser Gin Gly Asp His Gin Leu Gly Gin Leu Gin Asn Glu Ala Trp 

130 135 140 

gat egg tgc agt tea gat ate aag ggg gac ccc agt ggt ttc cag cca 662 

Asp Arg Cys Ser Ser Asp He Lys Gly Asp Pro Ser Gly Phe Gin Pro 

145 150 155 



etc cat tct cat cag ggt tec ctg cag cca cct tea gca tec cct gca 710 
Leu His Ser His Gin Gly Ser Leu Gin Pro Pro Ser Ala Ser Pro Ala 

160 165 170 



gtg acc aga age cag cct cgt ccc att gac aca cca gac tgg agt tgg 758 
Val Thr Arg Ser Gin Pro Arg Pro He Asp Thr Pro Asp Trp Ser Trp 

175 180 185 



gga cat acg tta cac tec acc aac age act gcc tea ctg gcc age cac 806 
Gly His Thr Leu His Ser Thr Asn Ser Thr Ala Ser Leu Ala Ser His 

190 195 200 205 



eta gag ate age cag tea ccc act ctt gcc ttt etc tct tea cac cat 854 
Leu Glu He Ser Gin Ser Pro Thr Leu Ala Phe Leu Ser Ser His His 

210 215 220 
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gga acc cat ggg ccc age aag eta tgt aac aca ccg ctg gac act cag 902 

Gly Thr His Gly Pro Ser Lys Leu Cys Asn Thr Pro Leu Asp Thr Gin 

225 230 235 

gag cct cag ctt gtc cct gaa ggc tgc caa gaa cct gag gag ata age 950 

Glu Pro Gin Leu Val Pro Glu Gly Cys Gin Glu Pro Glu Glu lie Ser 

240 245 250 

tgg cct cca tea gtg gag acc agt gtc tec tta ggg tta cca cac gaa 998 

Trp Pro Pro Ser Val Glu Thr Ser Val Ser Leu Gly Leu Pro His Glu 

255 260 265 

att age gtt cca gag gtg tct cca gag gag get teg ccc ate etc cct 1046 

He Ser Val Pro Glu Val Ser Pro Glu Glu Ala Ser Pro He Leu Pro 

270 275 280 285 

gac gee ctg get get cca gac aca agt gtc cac tgt ccc att gaa tgc 1094 

Asp Ala Leu Ala Ala Pro Asp Thr Ser Val His Cys Pro He Glu Cys 

290 295 300 

aca gag ttg tct aca aac tec agg tct ccc ctg acg tec acc aca gaa 1142 

Thr Glu Leu Ser Thr Asn Ser Arg Ser Pro Leu Thr Ser Thr Thr Glu 

305 310 315 

agt gtt gga aag cag tgg cct att aca agt cag agg tea cct cag gtt 1190 

Ser Val Gly Lys Gin Trp Pro lie Thr Ser Gin Arg Ser Pro Gin Val 

320 325 330 
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cct gta gga gat gat tct ctg cag aac acc acg tea tec age cct cct 1238 
Pro Val Gly Asp Asp Ser Leu Gin Asn Thr Thr Ser Ser Ser Pro Pro 

335 340 345 

gee cag cca cca tec etc caa gee tec cct aag ctg cct cct tec cct 1286 
Ala Gin Pro Pro Ser Leu Gin Ala Ser Pro Lys Leu Pro Pro Ser Pro 

350 355 360 365 

ctg tec tct get tec tec ccg age age tac cct get cct cca acc tec 1334 
Leu Ser Ser Ala Ser Ser Pro Ser Ser Tyr Pro Ala Pro Pro Thr Ser 

370 375 380 

aca tec cct gtt ttg gac cac tea gaa aca tct gat cag aaa ttc tat 1382 
Thr Ser Pro Val Leu Asp His Ser Glu Thr Ser Asp Gin Lys Phe Tyr 

385 390 395 

aac ttt gtg gtt ate cat gee agg get gat gaa cag gtg gee eta cgt 1430 
Asn Phe Val Val He His Ala Arg Ala Asp Glu Gin Val Ala Leu Arg 

400 405 410 

att egg gag aag ctg gag acc etc ggg gta cct gac ggg gee acc ttc 1478 
He Arg Glu Lys Leu Glu Thr Leu Gly Val Pro Asp Gly Ala Thr Phe 

415 420 425 

tgt gag gaa ttt cag gtg ccc ggg cgt ggt gag ctg cac tgt etc caa 1526 
Cys Glu Glu Phe Gin Val Pro Gly Arg Gly Glu Leu His Cys Leu Gin 

430 435 440 445 

gat gee ate gat cac teg ggg ttc acg ate ctg etc ctg act get age 1574 
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Asp Ala He Asp His Ser Gly Phe Thr He Leu Leu Leu Thr Ala Ser 

450 455 460 

ttt gat tgc age ctg age ctg cat caa ate aac cat get etc atg aac 1622 
Phe Asp Cys Ser Leu Ser Leu His Gin He Asn His Ala Leu Met Asn 

465 470 475 

age ctt aca cag tct ggg agg cag gac tgt gtg ate ccc etc etc cca 1670 
Ser Leu Thr Gin Ser Gly Arg Gin Asp Cys Val He Pro Leu Leu Pro 

480 485 490 

ctt gag tgt tec cag gee cag etc age cca gat aca acc aga ctg etc 1718 
Leu Glu Cys Ser Gin Ala Gin Leu Ser Pro Asp Thr Thr Arg Leu Leu 

495 500 505 

cac age att gtg tgg ctg gat gaa cac tec cca ate ttc gee aga aag 1766 
His Ser He Val Trp Leu Asp Glu His Ser Pro He Phe Ala Arg Lys 

510 515 520 525 

gtg gca aac acc ttc aag aca cag aag etc cag gca cag egg gta cgc 1814 
Val Ala Asn Thr Phe Lys Thr Gin Lys Leu Gin Ala Gin Arg Val Arg 

530 535 540 

tgg aag aaa gcg cag gag gee aga acc etc aag gag cag age ata cag 1862 
Trp Lys Lys Ala Gin Glu Ala Arg Thr Leu Lys Glu Gin Ser He Gin 

545 550 555 

ctg gag gca gag egg caa aac gtg gca gee ata tct get gee tac aca 1910 
Leu Glu Ala Glu Arg Gin Asn Val Ala Ala He Ser Ala Ala Tyr Thr 
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560 



565 



570 



gcc tat gtc cat age tat agg gec tgg caa gca gag atg aac aaa ctt 1958 
Ala Tyr Val His Ser Tyr Arg Ala Trp Gin Ala Glu Met Asn Lys Leu 

575 580 585 



ggg gtg get ttt ggg aag aac ttg tea ctg ggg act cca aca ccc age 2006 

Gly Val Ala Phe Gly Lys Asn Leu Ser Leu Gly Thr Pro Thr Pro Ser 

590 595 600 605 

tgg ccc gga tgt cca cag cca ata cct tct cat cct cag ggt ggt act 2054 

Trp Pro Gly Cys Pro Gin Pro He Pro Ser His Pro Gin Gly Gly Thr 

610 615 620 



cca gtt ttc ccc tat tec cca cag cct cca tec ttc cct cag cct cca 2102 
Pro Val Phe Pro Tyr Ser Pro Gin Pro Pro Ser Phe Pro Gin Pro Pro 

625 630 635 



tgc ttc cct cag cct cca tec ttc cct cag cct cca tec ttc cca ctg 2150 
Cys Phe Pro Gin Pro Pro Ser Phe Pro Gin Pro Pro Ser Phe Pro Leu 

640 645 650 



cct cca gtc tct tec cca cag tec caa tec ttt cca tea gcc tec tec 2198 
Pro Pro Val Ser Ser Pro Gin Ser Gin Ser Phe Pro Ser Ala Ser Ser 

655 660 665 



cca gcc cca cag act cca gga cct cag cct etc att att cac cat gcc 2246 
Pro Ala Pro Gin Thr Pro Gly Pro Gin Pro Leu He He His His Ala 

670 675 680 685 
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cag atg gtt cag ctg ggt gtc aac aat cac atg tgg ggc cac aca ggg 2294 
Gin Met Val Gin Leu Gly Val Asn Asn His Met Trp Gly His Thr Gly 

690 695 700 

gcc cag tea tct gat gac aag act gag tgt teg gag aac ccc tgt atg 2342 
Ala Gin Ser Ser Asp Asp Lys Thr Glu Cys Ser Glu Asn Pro Cys Met 

705 710 715 

ggc cct ctg act gat cag ggc gaa ccc ctt ctt gag act cca gag 2387 
Gly Pro Leu Thr Asp Gin Gly Glu Pro Leu Leu Glu Thr Pro Glu 

720 725 730 

tgaccaggtt ggaccccacc tagatggcta gagtgacaag attggacttc acctgggtcc 2447 
ttaaaatgat agtggaggaa gggaacctcg cctgggtccc cagagtagee agaggactta 2507 
gcttgggctc ccacagtggc tattagttgg acccagcttg agaccccaga ggcagggaag 2567 
accacaccta taaatcaggc ctgggaaaca tgeagaaace ccatttgaac agactgtggg 2627 
actccaatct gaatcctcta tgtggacaga ggatgatggg gecagaggea cctctgaggt 2687 
gccctcagcg cagcctcgta aacttcattc actgtgacac atgctgttca tagggtctct 2747 
ctggggagga tgcggtcccg gggcacatag ggagggtcct gtttttataa taaagttatt 2807 
gacaactg 2815 
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<210> 152 
<211> 732 
<212> PRT 

<213> Homo sapiens 

<400> 152 

Met Asp Asn Pro Gly Pro Ser Leu Arg Gly Ala Phe Gly He Leu Gly 

15 10 15 

Ala Leu Glu Arg Asp Arg Leu Thr His Leu Lys His Lys Leu Gly Ser 

20 25 30 

Leu Cys Ser Gly Ser Gin Glu Ser Lys Leu Leu His Ala Met Val Leu 

35 40 45 

Leu Ala Leu Gly Gin Asp Thr Glu Ala Arg Val Ser Leu Glu Ser Leu 

50 55 60 

Lys Met Asn Thr Val Ala Gin Leu Val Ala His Gin Trp Ala Asp Met 

65 70 75 80 

Glu Thr Thr Glu Gly Pro Glu Glu Pro Pro Asp Leu Ser Trp Thr Val 

85 90 95 

Ala Arg Leu Tyr His Leu Leu Ala Glu Glu Asn Leu Cys Pro Ala Ser 

100 105 110 

Thr Arg Asp Met Ala Tyr Gin Val Ala Leu Arg Asp Phe Ala Ser Gin 
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Gly Asp His Gin Leu Gly Gin Leu Gin Asn Glu Ala Trp Asp Arg Cys 

130 135 140 

Ser Ser Asp lie Lys Gly Asp Pro Ser Gly Phe Gin Pro Leu His Ser 

145 150 155 160 

His Gin Gly Ser Leu Gin Pro Pro Ser Ala Ser Pro Ala Val Thr Arg 

165 170 175 

Ser Gin Pro Arg Pro He Asp Thr Pro Asp Trp Ser Trp Gly His Thr 

180 185 190 

Leu His Ser Thr Asn Ser Thr Ala Ser Leu Ala Ser His Leu Glu lie 

195 200 205 

Ser Gin Ser Pro Thr Leu Ala Phe Leu Ser Ser His His Gly Thr His 

210 215 220 

Gly Pro Ser Lys Leu Cys Asn Thr Pro Leu Asp Thr Gin Glu Pro Gin 

225 230 235 240 

Leu Val Pro Glu Gly Cys Gin Glu Pro Glu Glu He Ser Trp Pro Pro 

245 250 255 



Ser Val Glu Thr Ser Val Ser Leu Gly Leu Pro His Glu He Ser Val 

260 265 270 
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Pro Glu Val Ser Pro Glu Glu Ala Ser Pro He Leu Pro Asp Ala Leu 

275 280 285 

Ala Ala Pro Asp Thr Ser Val His Cys Pro He Glu Cys Thr Glu Leu 

290 295 300 

Ser Thr Asn Ser Arg Ser Pro Leu Thr Ser Thr Thr Glu Ser Val Gly 

305 310 315 320 

Lys Gin Trp Pro He Thr Ser Gin Arg Ser Pro Gin Val Pro Val Gly 

325 330 335 

Asp Asp Ser Leu Gin Asn Thr Thr Ser Ser Ser Pro Pro Ala Gin Pro 

340 345 350 

Pro Ser Leu Gin Ala Ser Pro Lys Leu Pro Pro Ser Pro Leu Ser Ser 

355 360 365 

Ala Ser Ser Pro Ser Ser Tyr Pro Ala Pro Pro Thr Ser Thr Ser Pro 

370 375 380 

Val Leu Asp His Ser Glu Thr Ser Asp Gin Lys Phe Tyr Asn Phe Val 

385 390 395 400 

Val He His Ala Arg Ala Asp Glu Gin Val Ala Leu Arg He Arg Glu 

405 410 415 



Lys Leu Glu Thr Leu Gly Val Pro Asp Gly Ala Thr Phe Cys Glu Glu 

420 425 430 
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Phe Gin Val Pro Gly Arg Gly Glu Leu His Cys Leu Gin Asp Ala He 

435 440 445 

Asp His Ser Gly Phe Thr lie Leu Leu Leu Thr Ala Ser Phe Asp Cys 

450 455 460 

Ser Leu Ser Leu His Gin He Asn His Ala Leu Met Asn Ser Leu Thr 

465 470 475 480 

Gin Ser Gly Arg Gin Asp Cys Val He Pro Leu Leu Pro Leu Glu Cys 

485 490 495 

Ser Gin Ala Gin Leu Ser Pro Asp Thr Thr Arg Leu Leu His Ser He 

500 505 510 

Val Trp Leu Asp Glu His Ser Pro He Phe Ala Arg Lys Val Ala Asn 

515 520 525 

Thr Phe Lys Thr Gin Lys Leu Gin Ala Gin Arg Val Arg Trp Lys Lys 

530 535 540 

Ala Gin Glu Ala Arg Thr Leu Lys Glu Gin Ser He Gin Leu Glu Ala 

545 550 555 560 

Glu Arg Gin Asn Val Ala Ala He Ser Ala Ala Tyr Thr Ala Tyr Val 

565 570 575 

His Ser Tyr Arg Ala Trp Gin Ala Glu Met Asn Lys Leu Gly Val Ala 
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580 



585 



590 



Phe Gly Lys Asn Leu Ser Leu Gly Thr Pro Thr Pro Ser Trp Pro Gly 

595 600 605 

Cys Pro Gin Pro lie Pro Ser His Pro Gin Gly Gly Thr Pro Val Phe 

610 615 620 

Pro Tyr Ser Pro Gin Pro Pro Ser Phe Pro Gin Pro Pro Cys Phe Pro 

625 630 635 640 

Gin Pro Pro Ser Phe Pro Gin Pro Pro Ser Phe Pro Leu Pro Pro Val 

645 650 655 

Ser Ser Pro Gin Ser Gin Ser Phe Pro Ser Ala Ser Ser Pro Ala Pro 

660 665 670 

Gin Thr Pro Gly Pro Gin Pro Leu He He His His Ala Gin Met Val 

675 680 685 

Gin Leu Gly Val Asn Asn His Met Trp Gly His Thr Gly Ala Gin Ser 

690 695 700 

Ser Asp Asp Lys Thr Glu Cys Ser Glu Asn Pro Cys Met Gly Pro Leu 

705 710 715 720 



Thr Asp Gin Gly Glu Pro Leu Leu Glu Thr Pro Glu 

725 730 
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<210> 153 
<211> 2544 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
• <222> (97).. (2232) 



<400> 153 

taggggacac tgggcgtgca gaaggcgggg ggcagtgtgg aacatgcctt caccacctcc 60 



agcttctgct gccggaggct gcacccacct gtgccc atg gcc tgc aca ggc cca 114 

Met Ala Cys Thr Gly Pro 

1 5 



tea ctt cct age gcc ttc gac att eta ggt gca gca ggc cag gac aag 
Ser Leu Pro Ser Ala Phe Asp He Leu Gly Ala Ala Gly Gin Asp Lys 

10 15 20 



162 



etc ttg tat ctg aag cac aaa ctg aag acc cca cgc cca ggc tgc cag 210 

Leu Leu Tyr Leu Lys His Lys Leu Lys Thr Pro Arg Pro Gly Cys Gin 

25 30 35 

ggg cag gac etc ctg cat gcc atg gtt etc ctg aag ctg ggc cag gaa 258 

Gly Gin Asp Leu Leu His Ala Met Val Leu Leu Lys Leu Gly Gin Glu 

40 45 50 
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act gag gcc agg ate tct eta gag gca ttg aag gee gat gcg gtg gec 306 

Thr GU Ala Arg He Ser Leu Glu Ala Leu Lys Ala Asp Ala Val Ala 

55 60 65 70 

egg ctg gtg gcc cgc cag tgg get ggc gtg gac age ace gag gac cca 354 

Arg Leu Val Ala Arg Gin Trp Ala Gly Val Asp Ser Thr Glu Asp Pro 

75 80 85 

gag gag ccc cca gat gtg tec tgg get gtg gcc cgc ttg tac cac ctg 402 

Glu Glu Pro Pro Asp Val Ser Trp Ala Val Ala Arg Leu Tyr His Leu 

90 95 100 

ctg get gag gag aag ctg tgc ccc gcc teg ctg egg gac gtg gcc tac 450 

Leu Ala Glu Glu Lys Leu Cys Pro Ala Ser Leu Arg Asp Val Ala Tyr 

105 110 115 

cag gaa gcc gtc cgc acc etc age tec agg gac gac cac egg ctg ggg 498 

Gin Glu Ala Val Arg Thr Leu Ser Ser Arg Asp Asp His Arg Leu Gly 

120 125 130 

gaa ctt cag gat gag gcc cga aac egg tgt ggg tgg gac att get ggg 546 

Glu Leu Gin Asp Glu Ala Arg Asn Arg Cys Gly Trp Asp He Ala Gly 

135 140 145 150 

gat cca ggg age ate egg acg etc cag tec aat ctg ggc tgc etc cca 594 

Asp Pro Gly Ser He Arg Thr Leu Gin Ser Asn Leu Gly Cys Leu Pro 

155 160 165 
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cca tec teg get ttg ccc tct ggg acc agg age etc cca cgc ccc att 642 

Pro Ser Ser Ala Leu Pro Ser Gly Thr Arg Ser Leu Pro Arg Pro lie 

170 175 180 

gac ggt gtt teg gac tgg age caa ggg tgc tec ctg cga tec act ggc 690 

Asp Gly Val Ser Asp Trp Ser Gin Gly Cys Ser Leu Arg Ser Thr Gly 

185 190 195 

age cct gee tec ctg gee age aac ttg gaa ate age cag tec cct acc 738 

Ser Pro Ala Ser Leu Ala Ser Asn Leu Glu He Ser Gin Ser Pro Thr 

200 205 210 

atg ccc ttc etc age ctg cac cgc age cca cat ggg ccc age aag etc 786 

Met Pro Phe Leu Ser Leu His Arg Ser Pro His Gly Pro Ser Lys Leu 

215 220 225 230 

tgt gac gac ccc cag gee age ttg gtg ccc gag cct gtc ccc ggt ggc 834 

Cys Asp Asp Pro Gin Ala Ser Leu Val Pro Glu Pro Val Pro Gly Gly 

235 240 245 

tgc cag gag cct gag gag atg age tgg ccg cca teg ggg gag att gee 882 

Cys Gin Glu Pro Glu Glu Met Ser Trp Pro Pro Ser Gly Glu He Ala 

250 255 260 

age cca cca gag ctg cca age age cca cct cct ggg ctt ccc gaa gtg 930 

Ser Pro Pro Glu Leu Pro Ser Ser Pro Pro Pro Gly Leu Pro Glu Val 

265 270 275 

gee cca gat gca acc tec act ggc etc cct gat acc ccc gca get cca 978 
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Ala Pro Asp Ala Thr Ser Thr Gly Leu Pro Asp Thr Pro Ala Ala Pro 

280 285 290 

gaa acc age acc aac tac cca gtg gag tgc acc gag ggg tct gca ggc 1026 

Glu Thr Ser Thr Asn Tyr Pro Val Glu Cys Thr Glu Gly Ser Ala Gly 

295 300 305 310 

ccc cag tct etc ccc ttg cct att ctg gag ccg gtc aaa aac ccc tgc 1074 

Pro Gin Ser Leu Pro Leu Pro He Leu Glu Pro Val Lys Asn Pro Cys 

315 320 325 



tct gtc aaa gac cag acg cca etc caa ctt tct gta gaa gat acc acc 1122 

Ser Val Lys Asp Gin Thr Pro Leu Gin Leu Ser Val Glu Asp Thr Thr 

330 335 340 

tct cca aat acc aag ccg tgc cca cct act ccc acc acc cca gaa aca 1170 

Ser Pro Asn Thr Lys Pro Cys Pro Pro Thr Pro Thr Thr Pro Glu Thr 

345 350 355 

tec cct cct cct cct cct cct cct cct tea tct act cct tgt tea get 1218 

Ser Pro Pro Pro Pro Pro Pro Pro Pro Ser Ser Thr Pro Cys Ser Ala 

360 365 370 



cac ctg acc ccc tec tec ctg ttc cct tec tec ctg gaa tea tea teg 1266 
His Leu Thr Pro Ser Ser Leu Phe Pro Ser Ser Leu Glu Ser Ser Ser 

375 380 385 390 



gaa cag aaa ttc tat aac ttt gtg ate etc cac gee agg gca gac gaa 1314 
Glu Gin Lys Phe Tyr Asn Phe Val lie Leu His Ala Arg Ala Asp Glu 
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395 



400 



405 



cac ate gec ctg egg gtt egg gag aag ctg gag gee ctt ggc gtg ccc 
His He Ala Leu Arg Val Arg Glu Lys Leu Glu Ala Leu Gly Val Pro 

410 415 420 



1362 



gac ggg gec acc ttc tgc gag gat ttc cag gtg ccg ggg cgc ggg gag 1410 

Asp Gly Ala Thr Phe Cys Glu Asp Phe Gin Val Pro Gly Arg Gly Glu 

425 430 435 

ctg age tgc ctg cag gac gee ata gac cac tea get ttc ate ate eta 1458 

Leu Ser Cys Leu Gin Asp Ala He Asp His Ser Ala Phe He He Leu 

440 445 450 



ctt etc acc tec aac ttc gac tgt cgc ctg age ctg cac cag gtg aac 1506 
Leu Leu Thr Ser Asn Phe Asp Cys Arg Leu Ser Leu His Gin Val Asn 

455 460 465 470 



caa gee atg atg age aac etc acg cga cag ggg teg cca gac tgt gtc 
Gin Ala Met Met Ser Asn Leu Thr Arg Gin Gly Ser Pro Asp Cys Val 

475 480 485 



1554 



ate ccc ttc ctg ccc ctg gag age tec ccg gee cag etc age tec gac 1602 
He Pro Phe Leu Pro Leu Glu Ser Ser Pro Ala Gin Leu Ser Ser Asp 

490 495 500 



acg gec age ctg etc tec ggg ctg gtg egg ctg gac gaa cac tec cag 1650 
Thr Ala Ser Leu Leu Ser Gly Leu Val Arg Leu Asp Glu His Ser Gin 

505 510 515 
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ate ttc gec agg aag gtg gec aac acc ttc aag ccc cac agg ctt cag 1698 
He Phe Ala Arg Lys Val Ala Asn Thr Phe Lys Pro His Arg Leu Gin 

520 525 530 

gec cga aag gec atg tgg agg aag gaa cag gac acc cga gec ctg egg 1746 
Ala Arg Lys Ala Met Trp Arg Lys Glu Gin Asp Thr Arg Ala Leu Arg 

535 540 545 550 

gaa cag age caa cac ctg gac ggt gag egg atg cag gcg gcg gca ctg 1794 
Glu Gin Ser Gin His Leu Asp Gly Glu Arg Met Gin Ala Ala Ala Leu 

555 560 565 

aac gca gee tac tea gee tac etc cag age tac ttg tec tac cag gca 1842 
Asn Ala Ala Tyr Ser Ala Tyr Leu Gin Ser Tyr Leu Ser Tyr Gin Ala 

570 575 580 

cag atg gag cag etc cag gtg get ttt ggg age cac atg tea ttt ggg 1890 
Gin Met Glu Gin Leu Gin Val Ala Phe Gly Ser His Met Ser Phe Gly 

585 590 595 

act ggg gcg ccc tat ggg get cga atg ccc ttt ggg ggc cag gtg ccc 1938 
Thr Gly Ala Pro Tyr Gly Ala Arg Met Pro Phe Gly Gly Gin Val Pro 

600 605 610 

ctg gga gee ccg cca ccc ttt ccc act tgg ccg ggg tgc ccg cag ccg 1986 
Leu Gly Ala Pro Pro Pro Phe Pro Thr Trp Pro Gly Cys Pro Gin Pro 

615 620 625 630 
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cca ccc ctg cac gca tgg cag get ggc acc ccc cca ccg ccc tec cca 2034 
Pro Pro Leu His Ala Trp Gin Ala Gly Thr Pro Pro Pro Pro Ser Pro 

635 640 645 

cag cca gca gec ttt cca cag tea ctg ccc ttc ccg cag tec cca gee 2082 
Gin Pro Ala Ala Phe Pro Gin Ser Leu Pro Phe Pro Gin Ser Pro Ala 

650 655 660 

ttc cct acg gee tea ccc gca ccc cct cag age cca ggg ctg caa ccc 2130 
Phe Pro Thr Ala Ser Pro Ala Pro Pro Gin Ser Pro Gly Leu Gin Pro 

665 670 675 

etc att ate cac cac gca cag atg gta cag ctg ggg ctg aac aac cac 2178 
Leu He He His His Ala Gin Met Val Gin Leu Gly Leu Asn Asn His 

680 685 690 

atg tgg aac cag aga ggg tec cag gcg ccc gag gac aag acg cag gag 2226 
Met Trp Asn Gin Arg Gly Ser Gin Ala Pro Glu Asp Lys Thr Gin Glu 

695 700 705 710 

gca gaa tgaccgcgtg tccttgcctg accacctggg gaacacccct ggacccaggc 2282 
Ala Glu 

ateggecagg accccataga gcaccccggt ctgccctgtg ccctgtggac agtggaagat 2342 

gaggtcatct gccactttca ggacattgtc cgggagccct tcatttagga caaaaeggge 2402 

gcgatgatgc cctggctttc agggtggtca gaactggata cggtgtttac aattccaatc 2462 
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tctctatttc tgggtgaagg gtcttggtgg tgggggtatt gctacggtct tttaattata 2522 



ataaatattt attgaatgct tc 2544 



<210> 154 
<211> 712 
<212> PRT 

<213> Homo sapiens 

<400> 154 

Met Ala Cys Thr Gly Pro Ser Leu Pro Ser Ala Phe Asp He Leu Gly 

15 10 15 

Ala Ala Gly Gin Asp Lys Leu Leu Tyr Leu Lys His Lys Leu Lys Thr 

20 25 30 

Pro Arg Pro Gly Cys Gin Gly Gin Asp Leu Leu His Ala Met Val Leu 

35 40 45 

Leu Lys Leu Gly Gin Glu Thr Glu Ala Arg He Ser Leu Glu Ala Leu 

50 55 60 

Lys Ala Asp Ala Val Ala Arg Leu Val Ala Arg Gin Trp Ala Gly Val 

65 70 75 80 

Asp Ser Thr Glu Asp Pro Glu Glu Pro Pro Asp Val Ser Trp Ala Val 

85 90 95 
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Ala Arg Leu Tyr His Leu Leu Ala Glu Glu Lys Leu Cys Pro Ala Ser 

100 105 110 

Leu Arg Asp Val Ala Tyr Gin Glu Ala Val Arg Thr Leu Ser Ser Arg 

115 120 125 

Asp Asp His Arg Leu Gly Glu Leu Gin Asp Glu Ala Arg Asn Arg Cys 

130 135 140 

Gly Trp Asp lie Ala Gly Asp Pro Gly Ser lie Arg Thr Leu Gin Ser 

145 150 155 160 

Asn Leu Gly Cys Leu Pro Pro Ser Ser Ala Leu Pro Ser Gly Thr Arg 

165 170 175 

Ser Leu Pro Arg Pro He Asp Gly Val Ser Asp Trp Ser Gin Gly Cys 

180 185 190 

Ser Leu Arg Ser Thr Gly Ser Pro Ala Ser Leu Ala Ser Asn Leu Glu 

195 200 205 

He Ser Gin Ser Pro Thr Met Pro Phe Leu Ser Leu His Arg Ser Pro 

210 215 220 

His Gly Pro Ser Lys Leu Cys Asp Asp Pro Gin Ala Ser Leu Val Pro 

225 230 235 240 



Glu Pro Val Pro Gly Gly Cys Gin Glu Pro Glu Glu Met Ser Trp Pro 

245 250 255 
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Pro Ser Gly Glu He Ala Ser Pro Pro Glu Leu Pro Ser Ser Pro Pro 

260 265 270 

Pro Gly Leu Pro Glu Val Ala Pro Asp Ala Thr Ser Thr Gly Leu Pro 

275 280 285 

Asp Thr Pro Ala Ala Pro Glu Thr Ser Thr Asn Tyr Pro Val Glu Cys 

290 295 300 

Thr Glu Gly Ser Ala Gly Pro Gin Ser Leu Pro Leu Pro lie Leu Glu 

305 310 315 320 

Pro Val Lys Asn Pro Cys Ser Val Lys Asp Gin Thr Pro Leu Gin Leu 

325 330 335 

Ser Val Glu Asp Thr Thr Ser Pro Asn Thr Lys Pro Cys Pro Pro Thr 

340 345 350 

Pro Thr Thr Pro Glu Thr Ser Pro Pro Pro Pro Pro Pro Pro Pro Ser 

355 360 365 

Ser Thr Pro Cys Ser Ala His Leu Thr Pro Ser Ser Leu Phe Pro Ser 

370 375 380 

Ser Leu Glu Ser Ser Ser Glu Gin Lys Phe Tyr Asn Phe Val He Leu 

385 390 395 400 



His Ala Arg Ala Asp Glu His He Ala Leu Arg Val Arg Glu Lys Leu 
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405 410 415 

Glu Ala Leu G ly Val Pro Asp Gly Ala Thr Phe Cys Glu Asp Phe Gin 

420 425 430 

Val Pro Gly Arg Gly Glu Leu Ser Cys Leu Gin Asp Ala He Asp His 

435 440 445 

Ser Ala Phe lie He Leu Leu Leu Thr Ser Asn Phe Asp Cys Arg Leu 

450 455 460 

Ser Leu His Gin Val Asn Gin Ala Met Met Ser Asn Leu Thr Arg Gin 

465 470 475 480 

Gly Ser Pro Asp Cys Val He Pro Phe Leu Pro Leu Glu Ser Ser Pro 

485 490 495 

Ala Gin Leu Ser Ser Asp Thr Ala Ser Leu Leu Ser Gly Leu Val Arg 

500 505 510 

Leu Asp Glu His Ser Gin He Phe Ala Arg Lys Val Ala Asn Thr Phe 

515 520 525 

Lys Pro His Arg Leu Gin Ala Arg Lys Ala Met Trp Arg Lys Glu Gin 

530 535 540 

Asp Thr Arg Ala Leu Arg Glu Gin Ser Gin His Leu Asp Gly Glu Arg 

545 550 555 560 
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Met Gin Ala Ala Ala Leu Asn Ala Ala Tyr Ser Ala Tyr Leu Gin Ser 

565 570 575 

Tyr Leu Ser Tyr Gin Ala Gin Met Glu Gin Leu Gin Val Ala Phe Gly 

580 585 590 

Ser His Met Ser Phe Gly Thr Gly Ala Pro Tyr Gly Ala Arg Met Pro 

595 600 605 

Phe Gly Gly Gin Val Pro Leu Gly Ala Pro Pro Pro Phe Pro Thr Trp 

610 615 620 

Pro Gly Cys Pro Gin Pro Pro Pro Leu His Ala Trp Gin Ala Gly Thr 

625 630 635 640 

Pro Pro Pro Pro Ser Pro Gin Pro Ala Ala Phe Pro Gin Ser Leu Pro 

645 650 655 

Phe Pro Gin Ser Pro Ala Phe Pro Thr Ala Ser Pro Ala Pro Pro Gin 

660 665 670 

Ser Pro Gly Leu Gin Pro Leu He He His His Ala Gin Met Val Gin 

675 680 685 

Leu Gly Leu Asn Asn His Met Trp Asn Gin Arg Gly Ser Gin Ala Pro 

690 695 700 



Glu Asp Lys Thr Gin Glu Ala Glu 

705 710 
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<210> 155 

<211> 3456 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (281).. (3016) 
<400> 155 

agcattcaag gagctcccca ggagaaagag caagttctga ggagccctct gagcccggaa 60 

cgtgtccacc cggtcatgcc cgccgcgcac cagccccgca gtggacttgg aggaggagga 120 

ggaggagagc tctgtggatg gcaaagggga ccggaagagc acaggcctga aactctccaa 180 

gaagaaagca aggaggagac acacggatga cccaagcaag gaatgcttca ctctgaaatt 240 

tgacctgaat gtggacattg agacagagat cgtcccagcc atg aag aag aag tea 295 

Met Lys Lys Lys Ser 

1 5 

ctg ggg gag gtg ctg ctg cct gta ttt gaa agg aag ggc att gcg ctg 343 
Leu Gly Glu Val Leu Leu Pro Val Phe Glu Arg Lys Gly He Ala Leu 

10 15 20 
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ggc aaa gtg gac ate tac ctg gac cag tec aac aca ccc ctg tec etc 391 
Gly Lys Val Asp He Tyr Leu Asp Gin Ser Asn Thr Pro Leu Ser Leu 

25 30 35 

ace ttc gag gee tac agg ttc ggg gga cac tac ctt cgt gtc aaa gee 439 
Thr Phe Glu Ala Tyr Arg Phe Gly Gly His Tyr Leu Arg Val Lys Ala 

40 45 50 

cca gee aag cct gga gat gag ggc aag gtg gag cag ggc atg aag gac 487 
Pro Ala Lys Pro Gly Asp Glu Gly Lys Val Glu Gin Gly Met Lys Asp 

55 60 65 

tec aag tec ctg agt ttg ccg att ctg egg cca get ggg acc ggg ccc 535 
Ser Lys Ser Leu Ser Leu Pro He Leu Arg Pro Ala Gly Thr Gly Pro 

70 75 80 85 

ccc gee ctg gag cgt gtg gac gee cag age cgc egg gag age ctg gac 583 
Pro Ala Leu Glu Arg Val Asp Ala Gin Ser Arg Arg Glu Ser Leu Asp 

90 95 100 

ate ttg gee cct ggc cgc cgc cgc aag aac atg teg gag ttc ctg ggg 631 
He Leu Ala Pro Gly Arg Arg Arg Lys Asn Met Ser Glu Phe Leu Gly 

105 110 115 

gag gcg age ate ccc ggg cag gag ccc ccc acg ccc tec age tgc tct 679 
Glu Ala Ser He Pro Gly Gin Glu Pro Pro Thr Pro Ser Ser Cys Ser 

120 125 130 

ctg ccc age ggc age agt ggc age acc aac act ggc gac age tgg aag 727 
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Leu Pro Ser Gly Ser Ser Gly Ser Thr Asn Thr Gly Asp Ser Trp Lys 

135 140 145 

aac egg gcg gec agt cgc ttc age ggc ttt ttc age tec ggc ccc age 775 

Asn Arg Ala Ala Ser Arg Phe Ser Gly Phe Phe Ser Ser Gly Pro Ser 

150 155 160 165 

ace age gee ttt ggc egg gag gta gac aag atg gag cag ctg gag ggc 823 

Thr Ser Ala Phe Gly Arg Glu Val Asp Lys Met Glu Gin Leu Glu Gly 

170 175 180 

aag ctg cac acc tac age etc ttc ggg ctg ccc agg ctg ccc egg ggg 871 

Lys Leu His Thr Tyr Ser Leu Phe Gly Leu Pro Arg Leu Pro Arg Gly 

185 190 195 

ctg cgc ttc gac cat gac tec tgg gag gag gag tac gat gaa gac gag 919 

Leu Arg Phe Asp His Asp Ser Trp Glu Glu Glu Tyr Asp Glu Asp Glu 

200 205 210 

gat gag gac aat gee tgc ctg agg ctg gag gac age tgg egg gag etc 967 

Asp Glu Asp Asn Ala Cys Leu Arg Leu Glu Asp Ser Trp Arg Glu Leu 

215 220 225 

att gat ggg cat gag aag ctg acc egg egg cag tgc cac cag cag gag 1015 

He Asp Gly His Glu Lys Leu Thr Arg Arg Gin Cys His Gin Gin Glu 

230 235 240 245 

gcg gtg tgg gag ctg ctg cac acg gag gee tec tac ate agg aaa ctg 1063 

Ala Val Trp Glu Leu Leu His Thr Glu Ala Ser Tyr He Arg Lys Leu 
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250 



255 



260 



egg gtg ate ate aac ctg ttc ttg tgc tgc etc ctg aac ctg caa gag 1111 
Arg Val He He Asn Leu Phe Leu Cys Cys Leu Leu Asn Leu Gin Glu 

265 270 275 



tea ggg ctg ctg tgt gag gtg gag gcg gag cgc ctg ttc age aac ate 1159 

Ser Gly Leu Leu Cys Glu Val Glu Ala Glu Arg Leu Phe Ser Asn He 

280 285 290 

ccg gag ate gcg cag ctg cac cgc agg ctg tgg get age gtg atg gcg 1207 

Pro Glu He Ala Gin Leu His Arg Arg Leu Trp Ala Ser Val Met Ala 

295 300 305 



ccg gtg ctg gag aag gcg egg cgc acg cga gcg ctg eta cag ccc ggg 1255 
Pro Val Leu Glu Lys Ala Arg Arg Thr Arg Ala Leu Leu Gin Pro Gly 

310 315 320 325 



gac ttc etc aaa ggc ttc aag atg ttc ggc teg etc ttc aag ccc tac 1303 
Asp Phe Leu Lys Gly Phe Lys Met Phe Gly Ser Leu Phe Lys Pro Tyr 

330 335 340 



ate cgc tac tgc atg gag gag gag ggc tgc atg gag tac atg cgc ggc 1351 
He Arg Tyr Cys Met Glu Glu Glu Gly Cys Met Glu Tyr Met Arg Gly 

345 350 355 



ctg ctg cgc gac aac gac etc ttc egg gee tac ate acg tgg gcg gag 1399 
Leu Leu Arg Asp Asn Asp Leu Phe Arg Ala Tyr He Thr Trp Ala Glu 

360 365 370 
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aag cac cca cag tgc cag agg ctg aag ctg age gac atg ctg gec aaa 1447 
Lys His Pro Gin Cys Gin Arg Leu Lys Leu Ser Asp Met Leu Ala Lys 

375 380 385 

ccc cac cag egg etc ace aag tac ccg ctg ctg etc aag teg gtg ctg 1495 
Pro His Gin Arg Leu Thr Lys Tyr Pro Leu Leu Leu Lys Ser Val Leu 

390 395 400 405 

agg aag ace gag gag ccg cgc gee aag gag gee gtc gtc gee atg ate 1543 
Arg Lys Thr Glu Glu Pro Arg Ala Lys Glu Ala Val Val Ala Met He 

410 415 420 

ggc tec gtg gag cgc ttc ate cac cac gtg aac gcg tgc atg egg cag 1591 
Gly Ser Val Glu Arg Phe He His His Val Asn Ala Cys Met Arg Gin 

425 430 435 

egg cag gag egg cag egg ctg gcg gee gtg gtg age cgc ate gac gee 1639 
Arg Gin Glu Arg Gin Arg Leu Ala Ala Val Val Ser Arg lie Asp Ala 

440 445 450 

tac gag gtg gtg gaa age age age gac gaa gtg gac aag etc ctg aag 1687 
Tyr Glu Val Val Glu Ser Ser Ser Asp Glu Val Asp Lys Leu Leu Lys 

455 460 465 

gaa ttt ctg cac ctg gac ttg aca gcg ccc ate cct ggc gee tec ccg 1735 
Glu Phe Leu His Leu Asp Leu Thr Ala Pro He Pro Gly Ala Ser Pro 

470 475 480 485 
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gag gag acg egg cag ctg ctg ctg gag ggg age ctg agg atg aag gag 1783 
Glu Glu Thr Arg Gin Leu Leu Leu Glu Gly Ser Leu Arg Met Lys Glu 

490 495 500 

ggg aag gac age aag atg gat gtg tac tgc ttc etc ttc acg gat ctg 1831 
Gly Lys Asp Ser Lys Met Asp Val Tyr Cys Phe Leu Phe Thr Asp Leu 

505 510 515 

ctg ttg gtg ace aaa gca gtg aag aag gca gag agg ace agg gtc ate 1879 
Leu Leu Val Thr Lys Ala Val Lys Lys Ala Glu Arg Thr Arg Val He 

520 525 530 

agg cca ccc ctg etc gtg gac aag att gtg tgc egg gag eta egg gac 1927 
Arg Pro Pro Leu Leu Val Asp Lys He Val Cys Arg Glu Leu Arg Asp 

535 540 545 

cct ggg tec ttc etc ctt ate tac ctg aat gag ttt cac agt get gta 1975 
Pro Gly Ser Phe Leu Leu He Tyr Leu Asn Glu Phe His Ser Ala Val 

550 555 560 565 

ggg gee tac acg ttc cag gee agt ggc cag gee ttg tgc cgt ggc tgg 2023 
Gly Ala Tyr Thr Phe Gin Ala Ser Gly Gin Ala Leu Cys Arg Gly Trp 

570 575 580 

gtg gac ace att tac aat gee cag aac cag ctg caa cag ctg cgt gca 2071 
Val Asp Thr lie Tyr Asn Ala Gin Asn Gin Leu Gin Gin Leu Arg Ala 

585 590 595 

cag gag ccc cca ggc agt cag cag ccc ctg cag age ctg gaa gag gag 2119 
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Gin Glu Pro Pro Gly Ser Gin Gin Pro Leu Gin Ser Leu Glu Glu Glu 

600 605 610 

gag gat gag cag gag gag gaa gag gag gag gag gag gag gag gag gaa 2167 
Glu Asp Glu Gin Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu 

615 620 625 

ggc gag gac agt ggc act tea get gee age tec cct ace ate atg egg 2215 
Gly Glu Asp Ser Gly Thr Ser Ala Ala Ser Ser Pro Thr He Met Arg 

630 635 640 645 

aaa age age ggc age ccc gac tct cag cac tgt gec tea gat ggc tec 2263 
Lys Ser Ser Gly Ser Pro Asp Ser Gin His Cys Ala Ser Asp Gly Ser 

650 655 660 

acg gag acc ctg gec atg gtt gtg gta gag cct ggg gac acg ctg tec 2311 
Thr Glu Thr Leu Ala Met Val Val Val Glu Pro Gly Asp Thr Leu Ser 

665 670 675 

tec ccc gag ttc gac age ggt cct ttc age tec cag tct gat gag acc 2359 
Ser Pro Glu Phe Asp Ser Gly Pro Phe Ser Ser Gin Ser Asp Glu Thr 

680 685 690 

tct etc age acc act gec tea tct gec acg ccc acc agt gag ctg ctg 2407 
Ser Leu Ser Thr Thr Ala Ser Ser Ala Thr Pro Thr Ser Glu Leu Leu 

695 700 705 

ccc ctg ggt ccg gtg gac ggc cgc tec tgc tec atg gac tct gec tac 2455 
Pro Leu Gly Pro Val Asp Gly Arg Ser Cys Ser Met Asp Ser Ala Tyr 



6 4 1 



£i£f$ 2001-3116645 



#2001-254018 



710 715 720 725 

ggc acc etc tec cca acc tec tta caa gac ttt gtg gee cca ggc cca 2503 
Gly Thr Leu Ser Pro Thr Ser Leu Gin Asp Phe Val Ala Pro Gly Pro 

730 735 740 

atg gca gag eta gtg cct egg gee cca gag tec cca cga gtt cct tec 2551 
Met Ala Glu Leu Val Pro Arg Ala Pro Glu Ser Pro Arg Val Pro Ser 

745 750 755 

cct cca ccc teg ccc cgt etc cgc cgc cgc acc cct gtc cag ctg ttg 2599 
Pro Pro Pro Ser Pro Arg Leu Arg Arg Arg Thr Pro Val Gin Leu Leu 

760 765 770 

age tgc ccg ccc cac ctg etc aag tct aag tec gag gee age etc etc 2647 
Ser Cys Pro Pro His Leu Leu Lys Ser Lys Ser Glu Ala Ser Leu Leu 

775 780 785 

cag ctg ctg gca ggg get ggc acc cat ggg aca ccc tct gee ccc age 2695 
Gin Leu Leu Ala Gly Ala Gly Thr His Gly Thr Pro Ser Ala Pro Ser 

790 795 800 805 

cgc age ctg tea gag etc tgc ctg get gtt cca gee cca ggt att agg 2743 
Arg Ser Leu Ser Glu Leu Cys Leu Ala Val Pro Ala Pro Gly He Arg 

810 815 820 

act cag ggc tec cct cag gaa get ggg ccc age tgg gat tgc cga ggg 2791 
Thr Gin Gly Ser Pro Gin Glu Ala Gly Pro Ser Trp Asp Cys Arg Gly 

825 830 835 
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gcc cct age cct ggc age ggt cct ggg eta gtc ggc tgc ctg gee ggg 2839 

Ala Pro Ser Pro Gly Ser Gly Pro Gly Leu Val Gly Cys Leu Ala Gly 

840 845 850 

gaa cct gca ggc tec cac agg aag agg tgt gga gac ctg ccc teg ggg 2887 

Glu Pro Ala Gly Ser His Arg Lys Arg Cys Gly Asp Leu Pro Ser Gly 

855 860 865 

gcc tct ccc agg gtc cag cct gag ccc cca cca ggg gtc tct gcc cag 2935 

Ala Ser Pro Arg Val Gin Pro Glu Pro Pro Pro Gly Val Ser Ala Gin 

870 875 880 885 

cac agg aag ctg ace ctg gcc cag etc tac cga ate agg acc acc ctg 2983 

His Arg Lys Leu Thr Leu Ala Gin Leu Tyr Arg He Arg Thr Thr Leu 

890 895 900 



tec acg etc act gcc teg gag gtc tgagcagagg gaggccccca 3036 
Ser Thr Leu Thr Ala Ser Glu Val 

905 910 

agagtgecat tgaccaagag acagcagaca gcctgcctcc tggggcgtgc cggcacctgc 3096 

ttcagctact gcctcctgta tgeatgagee ggatgctggg caggatccct gcctacgccc 3156 

gggeccgatt tgcgctttgc eggactggat ggagtggagg aggcccaggc cacagtacca 3216 

ccccacctgc ccaggcagcc cctcgtcacc tactccccga agttaccagc tcagctcgag 3276 



ctg ctt aac 
Leu Leu Asn 
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tcttcagggc tgggctccta ggctgcccat cctacttcta ccctcactgg cctccagtgg 3336 



gattcactcc tgccctgccc ccaccttccc agtcccacag gccacccctg gcttgggctg 3396 



ggttctgtga agttacgtat ttattgagct tttggttctt ttataaagac ttgtctagac 3456 



<210> 156 
<211> 912 
<212> PRT 

<213> Homo sapiens 

<400> 156 

Met Lys Lys Lys Ser Leu Gly Glu Val Leu Leu Pro Val Phe Glu Arg 

15 10 15 

Lys Gly He Ala Leu Gly Lys Val Asp He Tyr Leu Asp Gin Ser Asn 

20 25 30 

Thr Pro Leu Ser Leu Thr Phe Glu Ala Tyr Arg Phe Gly Gly His Tyr 

35 40 45 

Leu Arg Val Lys Ala Pro Ala Lys Pro Gly Asp Glu Gly Lys Val Glu 

50 55 60 

Gin Gly Met Lys Asp Ser Lys Ser Leu Ser Leu Pro lie Leu Arg Pro 

65 70 75 80 

Ala Gly Thr Gly Pro Pro Ala Leu Glu Arg Val Asp Ala Gin Ser Arg 
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85 



90 



95 



Arg Glu Ser Leu Asp lie Leu Ala Pro G 1 y Arg Arg Arg Lys Asn Met 

100 105 110 

Ser Glu Phe Leu Gly Glu Ala Ser He Pro Gly Gin Glu Pro Pro Thr 

115 120 125 

Pro Ser Ser Cys Ser Leu Pro Ser Gly Ser Ser Gly Ser Thr Asn Thr 

130 135 140 

Gly Asp Ser Trp Lys Asn Arg Ala Ala Ser Arg Phe Ser Gly Phe Phe 

145 150 155 160 

Ser Ser Gly Pro Ser Thr Ser Ala Phe Gly Arg Glu Val Asp Lys Met 

165 170 175 

Glu Gin Leu Glu Gly Lys Leu His Thr Tyr Ser Leu Phe Gly Leu Pro 

180 185 190 

Arg Leu Pro Arg Gly Leu Arg Phe Asp His Asp Ser Trp Glu Glu Glu 

195 200 205 

Tyr Asp Glu Asp Glu Asp Glu Asp Asn Ala Cys Leu Arg Leu Glu Asp 

210 215 220 



Ser Trp Arg Glu Leu lie Asp Gly His Glu Lys Leu Thr Arg Arg Gin 

225 230 235 240 
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Cys His Gin Gin Glu Ala Val Trp Glu Leu Leu His Thr Glu Ala Ser 

245 250 255 

Tyr lie Arg Lys Leu Arg Val He lie Asn Leu Phe Leu Cys Cys Leu 

260 265 270 

Leu Asn Leu Gin Glu Ser Gly Leu Leu Cys Glu Val Glu Ala Glu Arg 

275 280 285 

Leu Phe Ser Asn He Pro Glu He Ala Gin Leu His Arg Arg Leu Trp 

290 295 300 

Ala Ser Val Met Ala Pro Val Leu Glu Lys Ala Arg Arg Thr Arg Ala 

305 310 315 320 

Leu Leu Gin Pro Gly Asp Phe Leu Lys Gly Phe Lys Met Phe Gly Ser 

325 330 335 

Leu Phe Lys Pro Tyr He Arg Tyr Cys Met Glu Glu Glu Gly Cys Met 

340 345 350 

Glu Tyr Met Arg Gly Leu Leu Arg Asp Asn Asp Leu Phe Arg Ala Tyr 

355 360 365 

He Thr Trp Ala Glu Lys His Pro Gin Cys Gin Arg Leu Lys Leu Ser 

370 375 380 



Asp Met Leu Ala Lys Pro His Gin Arg Leu Thr Lys Tyr Pro Leu Leu 

385 390 395 400 
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Leu Lys Ser Val Leu Arg Lys Thr Glu Glu Pro Arg Ala Lys Glu Ala 

405 410 415 

Val Val Ala Met He Gly Ser Val Glu Arg Phe He His His Val Asn 

420 425 430 

Ala Cys Met Arg Gin Arg Gin Glu Arg Gin Arg Leu Ala Ala Val Val 

435 440 445 

Ser Arg He Asp Ala Tyr Glu Val Val Glu Ser Ser Ser Asp Glu Val 

450 455 460 

Asp Lys Leu Leu Lys Glu Phe Leu His Leu Asp Leu Thr Ala Pro lie 

465 470 475 480 

Pro Gly Ala Ser Pro Glu Glu Thr Arg Gin Leu Leu Leu Glu Gly Ser 

485 490 495 

Leu Arg Met Lys Glu Gly Lys Asp Ser Lys Met Asp Val Tyr Cys Phe 

500 505 510 

Leu Phe Thr Asp Leu Leu Leu Val Thr Lys Ala Val Lys Lys Ala Glu 

515 520 525 

Arg Thr Arg Val He Arg Pro Pro Leu Leu Val Asp Lys He Val Cys 

530 535 540 



Arg Glu Leu Arg Asp Pro Gly Ser Phe Leu Leu He Tyr Leu Asn Glu 
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545 



550 



555 



560 



Phe His Ser Ala Val Gly Ala Tyr Thr Phe Gin Ala Ser Gly Gin Ala 

565 570 575 

Leu Cys Arg Gly Trp Val Asp Thr lie Tyr Asn Ala Gin Asn Gin Leu 

580 585 590 

Gin Gin Leu Arg Ala Gin Glu Pro Pro Gly Ser Gin Gin Pro Leu Gin 

595 600 605 

Ser Leu Glu Glu Glu Glu Asp Glu Gin Glu Glu Glu Glu Glu Glu Glu 

610 615 620 

Glu Glu Glu Glu Glu Gly Glu Asp Ser Gly Thr Ser Ala Ala Ser Ser 

625 630 635 640 

Pro Thr He Met Arg Lys Ser Ser Gly Ser Pro Asp Ser Gin His Cys 

645 650 655 

Ala Ser Asp Gly Ser Thr Glu Thr Leu Ala Met Val Val Val Glu Pro 

660 665 670 

Gly Asp Thr Leu Ser Ser Pro Glu Phe Asp Ser Gly Pro Phe Ser Ser 

675 680 685 



Gin Ser Asp Glu Thr Ser Leu Ser Thr Thr Ala Ser Ser Ala Thr Pro 

690 695 700 
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Thr Ser Glu Leu Leu Pro Leu Gly Pro Val Asp Gly Arg Ser Cys Ser 

705 710 715 720 

Met Asp Ser Ala Tyr Gly Thr Leu Ser Pro Thr Ser Leu Gin Asp Phe 

725 730 735 

Val Ala Pro Gly Pro Met Ala Glu Leu Val Pro Arg Ala Pro Glu Ser 

740 745 750 

Pro Arg Val Pro Ser Pro Pro Pro Ser Pro Arg Leu Arg Arg Arg Thr 

755 760 765 

Pro Val Gin Leu Leu Ser Cys Pro Pro His Leu Leu Lys Ser Lys Ser 

770 775 780 

Glu Ala Ser Leu Leu Gin Leu Leu Ala Gly Ala Gly Thr His Gly Thr 

785 790 795 800 

Pro Ser Ala Pro Ser Arg Ser Leu Ser Glu Leu Cys Leu Ala Val Pro 

805 810 815 

Ala Pro Gly He Arg Thr Gin Gly Ser Pro Gin Glu Ala Gly Pro Ser 

820 825 830 

Trp Asp Cys Arg Gly Ala Pro Ser Pro Gly Ser Gly Pro Gly Leu Val 

835 840 845 



Gly Cys Leu Ala Gly Glu Pro Ala Gly Ser His Arg Lys Arg Cys Gly 

850 855 860 
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Asp Leu Pro Ser Gly Ala Ser Pro Arg Val Gin Pro Glu Pro Pro Pro 

865 870 875 880 

Gly Val Ser Ala Gin His Arg Lys Leu Thr Leu Ala Gin Leu Tyr Arg 

885 890 895 



He Arg Thr Thr Leu Leu Leu Asn Ser Thr Leu Thr Ala Ser Glu Val 

900 905 910 



<210> 157 
<211> 3609 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (152) (3169) 
<400> 157 

agatgaagac cagggagagg aaagggtgga cctgaggccc ccatggagaa gggacgggca 60 

ggatgtatgt caccacgccg actgccagca gctgcaccgc cgggggcccc tcaacctctg 120 

cgaggcctgt gacagcaagt tccacagcac c atg cat tat gat ggg cat gtc 172 

Met His Tyr Asp Gly His Val 

1 5 
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cgc ttc gac ctt ccc cca caa ggc tct gtg ctg gcc egg aac gtg tec 220 

Arg Phe Asp Leu Pro Pro Gin Gly Ser Val Leu Ala Arg Asn Val Ser 

10 15 20 

ace egg tea tgc ccg ccg cgc ace age ccc gca gtg gac ttg gag gag 268 
Thr Arg Ser Cys Pro Pro Arg Thr Ser Pro Ala Val Asp Leu Glu Glu 

25 30 35 

gag gag gag gag age tct gtg gat ggc aaa ggg gac egg aag age aca 316 

Glu Glu Glu Glu Ser Ser Val Asp Gly Lys Gly Asp Arg Lys Ser Thr 

40 45 50 55 

ggc ctg aaa etc tec aag aag aaa gca agg agg aga cac acg gat gac 364 

Gly Leu Lys Leu Ser Lys Lys Lys Ala Arg Arg Arg His Thr Asp Asp 

60 65 70 

cca age aag gaa tgc ttc act ctg aaa ttt gac ctg aat gtg gac att 412 

Pro Ser Lys Glu Cys Phe Thr Leu Lys Phe Asp Leu Asn Val Asp He 

75 80 85 

gag aca gag ate gtc cca gcc atg aag aag aag tea ctg ggg gag gtg 460 

Glu Thr Glu lie Val Pro Ala Met Lys Lys Lys Ser Leu Gly Glu Val 

90 95 100 

ctg ctg cct gta ttt gaa agg aag ggc att gcg ctg ggc aaa gtg gac 508 

Leu Leu Pro Val Phe Glu Arg Lys Gly He Ala Leu Gly Lys Val Asp 

105 110 115 
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ate tac ctg gac cag tec aac aca ccc ctg tec etc acc ttc gag gee 556 
He Tyr Leu Asp Gin Ser Asn Thr Pro Leu Ser Leu Thr Phe Glu Ala 

120 125 130 135 

tac agg ttc ggg gga cac tac ctt cgt gtc aaa gec cca gec aag cct 604 
Tyr Arg Phe Gly Gly His Tyr Leu Arg Val Lys Ala Pro Ala Lys Pro 

140 145 150 

gga gat gag ggc aag gtg gag cag ggc atg aag gac tec aag tec ctg 652 
Gly Asp Glu Gly Lys Val Glu Gin Gly Met Lys Asp Ser Lys Ser Leu 

155 160 165 

agt ttg ccg att ctg egg cca get ggg acc ggg ccc ccc gec ctg gag 700 
Ser Leu Pro He Leu Arg Pro Ala Gly Thr Gly Pro Pro Ala Leu Glu 

170 175 180 

cgt gtg gac gec cag age cgc egg gag age ctg gac ate ttg gee cct 748 
Arg Val Asp Ala Gin Ser Arg Arg Glu Ser Leu Asp He Leu Ala Pro 

185 190 195 

ggc cgc cgc cgc aag aac atg teg gag ttc ctg ggg gag gcg age ate 796 
Gly Arg Arg Arg Lys Asn Met Ser Glu Phe Leu Gly Glu Ala Ser He 

200 205 210 215 

ccc ggg cag gag ccc ccc acg ccc tec age tgc tct ctg ccc age ggc 844 
Pro Gly Gin Glu Pro Pro Thr Pro Ser Ser Cys Ser Leu Pro Ser Gly 

220 225 230 

age agt ggc age acc aac act ggc gac age tgg aag aac egg gcg gec 892 
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Thr Asn Thr Gly Asp Ser Trp Lys Asn Arg Ala Ala 

240 245 

agt cgc ttc age ggc ttt ttc age tec ggc ccc age ace age gee ttt 940 
Ser Arg Phe Ser Gly Phe Phe Ser Ser Gly Pro Ser Thr Ser Ala Phe 

250 255 260 

ggc egg gag gta gac aag atg gag cag ctg gag ggc aag ctg cac ace 988 
Gly Arg Glu Val Asp Lys Met Glu Gin Leu Glu Gly Lys Leu His Thr 
• 265 270 275 



Ser Ser Gly Ser 

235 



tac age etc ttc ggg ctg ccc agg ctg ccc egg ggg ctg cgc ttc gac 1036 
Tyr Ser Leu Phe Gly Leu Pro Arg Leu Pro Arg Gly Leu Arg Phe Asp 

280 285 290 295 



cat gac tec tgg gag gag gag tac gat gaa gac gag gat gag gac aat 
His Asp Ser Trp Glu Glu Glu Tyr Asp Glu Asp Glu Asp Glu Asp Asn 

300 305 310 



1084 



gee tgc ctg agg ctg gag gac age tgg egg gag etc att gat ggg cat 
Ala Cys Leu Arg Leu Glu Asp Ser Trp Arg Glu Leu He Asp Gly His 

315 320 325 



1132 



gag aag ctg ace egg egg cag tgc cac cag cag gag gcg gtg tgg gag 1180 
Glu Lys Leu Thr Arg Arg Gin Cys His Gin Gin Glu Ala Val Trp Glu 

330 335 340 



ctg ctg cac acg gag gee tec tac ate agg aaa ctg egg gtg ate ate 1228 
Leu Leu His Thr Glu Ala Ser Tyr He Arg Lys Leu Arg Val He He 
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345 



350 



355 



aac ctg ttc ctg tgc tgc etc ctg aac ctg caa gag tea ggg ctg ctg 1276 
Asn Leu Phe Leu Cys Cys Leu Leu Asn Leu Gin Glu Ser Gly Leu Leu 

360 365 370 375 



tgt gag gtg gag gcg gag cgc ctg ttc age aac ate ccg gag ate gcg 
Cys Glu Val Glu Ala Glu Arg Leu Phe Ser Asn He Pro Glu He Ala 

380 385 390 



1324 



cag ctg cac cgc agg ctg tgg get age gtg atg gcg ccg gtg ctg gag 
Gin Leu His Arg Arg Leu Trp Ala Ser Val Met Ala Pro Val Leu Glu 

395 400 405 



1372 



aag gcg egg cgc acg cga gcg ctg eta cag ccc ggg gac ttc etc aaa 1420 
Lys Ala Arg Arg Thr Arg Ala Leu Leu Gin Pro Gly Asp Phe Leu Lys 

410 415 420 



ggc ttc aag atg ttc ggc teg etc ttc aag ccc tac ate cgc tac tgc 1468 
Gly Phe Lys Met Phe Gly Ser Leu Phe Lys Pro Tyr He Arg Tyr Cys 

425 430 435 



atg gag gag gag ggc tgc atg gag tac atg cgc ggc ctg ctg cgc gac 1516 
Met Glu Glu Glu Gly Cys Met Glu Tyr Met Arg Gly Leu Leu Arg Asp 

440 445 450 455 



aac gac etc ttc egg gec tac ate acg tgg gcg gag aag cac cca cag 1564 
Asn Asp Leu Phe Arg Ala Tyr He Thr Trp Ala Glu Lys His Pro Gin 

460 465 470 
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tgc cag agg ctg aag ctg age gac atg ctg gec aaa ccc cac cag egg 1612 

Cys Gin Arg Leu Lys Leu Ser Asp Met Leu Ala Lys Pro His Gin Arg 

475 480 485 

etc ace aag tac ccg ctg ctg etc aag teg gtg ctg agg aag acc gag 1660 

Leu Thr Lys Tyr Pro Leu Leu Leu Lys Ser Val Leu Arg Lys Thr Glu 

490 495 500 

gag ccg cgc gee aag gag gee gtc gtc gee atg ate ggc tec gtg gag 1708 

Glu Pro Arg Ala Lys Glu Ala Val Val Ala Met He Gly Ser Val Glu 

505 510 515 

cgc ttc ate cac cac gtg aac gcg tgc atg egg cag egg cag gag egg 1756 

Arg Phe He His His Val Asn Ala Cys Met Arg Gin Arg Gin Glu Arg 

520 525 530 535 

cag egg ctg gcg gee gtg gtg age cgc ate gac gee tac gag gtg gtg 1804 

Gin Arg Leu Ala Ala Val Val Ser Arg lie Asp Ala Tyr Glu Val Val 

540 545 550 

gaa age age age gac gaa gtg gac aag etc ctg aag gaa ttt ctg cac 1852 

Glu Ser Ser Ser Asp Glu Val Asp Lys Leu Leu Lys Glu Phe Leu His 

555 560 565 

ctg gac ttg aca gcg ccc ate cct ggc gee tec ccg gag gag acg egg 1900 

Leu Asp Leu Thr Ala Pro He Pro Gly Ala Ser Pro Glu Glu Thr Arg 

570 575 580 
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cag ctg ctg ctg gag ggg age ctg agg atg aag gag ggg aag gac age 1948 
Gin Leu Leu Leu Glu Gly Ser Leu Arg Met Lys Glu Gly Lys Asp Ser 

585 590 595 

aag atg gat gtg tac tgc ttc etc ttc acg gat ctg ctg ttg gtg ace 1996 
Lys Met Asp Val Tyr Cys Phe Leu Phe Thr Asp Leu Leu Leu Val Thr 

600 605 610 615 

aaa gca gtg aag aag gca gag agg ace agg gtc ate agg cca ccc ctg 2044 
Lys Ala Val Lys Lys Ala Glu Arg Thr Arg Val He Arg Pro Pro Leu 

620 625 630 

etc gtg gac aag att gtg tgc egg gag eta egg gac cct ggg tec ttc 2092 
Leu Val Asp Lys He Val Cys Arg Glu Leu Arg Asp Pro Gly Ser Phe 

635 640 645 

etc ctt ate tac ctg aat gag ttt cac agt get gta ggg gee tac acg 2140 
Leu Leu He Tyr Leu Asn Glu Phe His Ser Ala Val Gly Ala Tyr Thr 

650 655 660 

ttc cag gee agt ggc cag gee ttg tgc cgt ggc tgg gtg gac ace att 2188 
Phe Gin Ala Ser Gly Gin Ala Leu Cys Arg Gly Trp Val Asp Thr He 

665 670 675 

tac aat gee cag aac cag ctg caa cag ctg cgt gca cag gag ccc cca 2236 
Tyr Asn Ala Gin Asn Gin Leu Gin Gin Leu Arg Ala Gin Glu Pro Pro 

680 685 690 695 

ggc agt cag cag ccc ctg cag age ctg gaa gag gag gag gat gag cag 2284 



6 5 6 



miiE# 2001-3116645 



#2001-254018 

Gly Ser Gin Gin Pro Leu Gin Ser Leu Glu Glu Glu Glu Asp Glu Gin 

700 705 710 

gag gag gaa gag gag gag gag gag gag gag gag gaa ggc gag gac agt 2332 
Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Gly Glu Asp Ser 

715 720 725 

ggc act tea get gec age tec cct acc ate atg egg aaa age age ggc 2380 
Gly Thr Ser Ala Ala Ser Ser Pro Thr He Met Arg Lys Ser Ser Gly 

730 735 740 

age ccc gac tct cag cac tgt gee tea gat ggc tec acg gag acc ctg 2428 
Ser Pro Asp Ser Gin His Cys Ala Ser Asp Gly Ser Thr Glu Thr Leu 

745 750 755 

gee atg gtt gtg gta gag cct ggg gac acg ctg tec tec ccc gag ttc 2476 
Ala Met Val Val Val Glu Pro Gly Asp Thr Leu Ser Ser Pro Glu Phe 

760 765 770 775 

gac age ggt cct ttc age tec cag tct gat gag acc tct etc age acc 2524 
Asp Ser Gly Pro Phe Ser Ser Gin Ser Asp Glu Thr Ser Leu Ser Thr 

780 785 790 

act gee tea tct gee acg ccc acc agt gag ctg ctg ccc ctg ggt ccg 2572 
Thr Ala Ser Ser Ala Thr Pro Thr Ser Glu Leu Leu Pro Leu Gly Pro 

795 800 805 

gtg gac ggc cgc tec tgc tec atg gac tct gec tac ggc acc etc tec 2620 
Val Asp Gly Arg Ser Cys Ser Met Asp Ser Ala Tyr Gly Thr Leu Ser 
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810 815 820 

cca acc tec tta caa gac ttt gtg gee cca ggc cca atg gca gag eta 2668 
Pro Thr Ser Leu Gin Asp Phe Val Ala Pro Gly Pro Met Ala Glu Leu 

825 830 835 

gtg cct egg gee cca gag tec cca cga gtt cct tec cct cca ccc teg 2716 
Val Pro Arg Ala Pro Glu Ser Pro Arg Val Pro Ser Pro Pro Pro Ser 

840 845 850 855 

ccc cgt etc cgc cgc cgc acc cct gtc cag ctg ttg age tgc ccg ccc 2764 
Pro Arg Leu Arg Arg Arg Thr Pro Val Gin Leu Leu Ser Cys Pro Pro 

860 865 870 

cac ctg etc aag tct aag tec gag gee age etc etc cag ctg ctg gca 2812 
His Leu Leu Lys Ser Lys Ser Glu Ala Ser Leu Leu Gin Leu Leu Ala 

875 880 885 

ggg get ggc acc cat ggg aca ccc tct gee ccc age cgc age ctg tea 2860 
Gly Ala Gly Thr His Gly Thr Pro Ser Ala Pro Ser Arg Ser Leu Ser 

890 895 900 

gag etc tgc ctg get gtt cca gee cca ggt att agg act cag ggc tec 2908 
Glu Leu Cys Leu Ala Val Pro Ala Pro Gly He Arg Thr Gin Gly Ser 

905 910 915 

cct cag gaa get ggg ccc age tgg gat tgc cga ggg gee cct age cct 2956 
Pro Gin Glu Ala Gly Pro Ser Trp Asp Cys Arg Gly Ala Pro Ser Pro 

920 925 930 935 
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ggc age ggt cct ggg eta gtc ggc tgc ctg gec ggg gaa cct gca ggc 3004 
Gly Ser Gly Pro Gly Leu Val Gly Cys Leu Ala Gly Glu Pro Ala Gly 

940 945 950 

tec cac agg aag agg tgt gga gac ctg ccc teg ggg gee tct ccc agg 3052 
Ser His Arg Lys Arg Cys Gly Asp Leu Pro Ser Gly Ala Ser Pro Arg 

955 960 965 

gtc cag cct gag ccc cca cca ggg gtc tct gec cag cac agg aag ctg 3100 
Val Gin Pro Glu Pro Pro Pro Gly Val Ser Ala Gin His Arg Lys Leu 

970 975 980 

acc ctg gec cag etc tac cga ate agg acc acc ctg ctg ctt aac tec 3148 
Thr Leu Ala Gin Leu Tyr Arg He Arg Thr Thr Leu Leu Leu Asn Ser 

985 990 995 

acg etc act gee teg gag gtc tgagcagagg gaggccccca agagtgecat 3199 
Thr Leu Thr Ala Ser Glu Val 

1000 1005 

tgaccaagag acagcagaca gcctgcctcc tggggcgtgc cggcacctgc ttcagctact 3259 

gcctcctgta tgeatgagee ggatgctggg caggatccct gcctacgccc gggeccgatt 3319 

tgcgctttgc eggactggat ggagtggagg aggcccaggc cacagtacca ccccacctgc 3379 

ccaggcagcc cctcgtcacc tactccccga agttaccagc tcagctcgag tcttcagggc 3439 
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tgggctccta ggctgcccat cctacttcta ccctcactgg cctccagtgg gattcactcc 3499 



tgccctgccc ccaccttccc agtcccacag gccacccctg gcttgggctg ggttctgtga 3559 



agttacgtat ttattgagct tttggttctt ttataaagac ttgtctagac 3609 



<210> 158 
<211> 1006 
<212> PRT 

<213> Homo sapiens 

<400> 158 

Met His Tyr Asp Gly His Val Arg Phe Asp Leu Pro Pro Gin Gly Ser 

15 10 15 

Val Leu Ala Arg Asn Val Ser Thr Arg Ser Cys Pro Pro Arg Thr Ser 

20 25 30 

Pro Ala Val Asp Leu Glu Glu Glu Glu Glu Glu Ser Ser Val Asp Gly 

35 40 45 

Lys Gly Asp Arg Lys Ser Thr Gly Leu Lys Leu Ser Lys Lys Lys Ala 

50 55 60 

Arg Arg Arg His Thr Asp Asp Pro Ser Lys Glu Cys Phe Thr Leu Lys 

65 70 75 80 

Phe Asp Leu Asn Val Asp lie Glu Thr Glu He Val Pro Ala Met Lys 
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85 



90 



95 



Lys Lys Ser Leu Gly Glu Val Leu Leu Pro Val Phe Glu Arg Lys Gly 

100 105 110 

He Ala Leu Gly Lys Val Asp He Tyr Leu Asp Gin Ser Asn Thr Pro 

115 120 125 

Leu Ser Leu Thr Phe Glu Ala Tyr Arg Phe Gly Gly His Tyr Leu Arg 

130 135 140 

Val Lys Ala Pro Ala Lys Pro Gly Asp Glu Gly Lys Val Glu Gin Gly 

145 150 155 160 

Met Lys Asp Ser Lys Ser Leu Ser Leu Pro He Leu Arg Pro Ala Gly 

165 170 175 

Thr Gly Pro Pro Ala Leu Glu Arg Val Asp Ala Gin Ser Arg Arg Glu 

180 185 190 

Ser Leu Asp He Leu Ala Pro Gly Arg Arg Arg Lys Asn Met Ser Glu 

195 200 205 

Phe Leu Gly Glu Ala Ser He Pro Gly Gin Glu Pro Pro Thr Pro Ser 

210 215 220 



Ser Cys Ser Leu Pro Ser Gly Ser Ser Gly Ser Thr Asn Thr Gly Asp 

225 230 235 240 
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Ser Trp Lys Asn Arg Ala Ala Ser Arg Phe Ser Gly Phe Phe Ser Ser 

245 250 255 

Gly Pro Ser Thr Ser Ala Phe Gly Arg Glu Val Asp Lys Met Glu Gin 

260 265 270 

Leu Glu Gly Lys Leu His Thr Tyr Ser Leu Phe Gly Leu Pro Arg Leu 

275 280 285 

Pro Arg Gly Leu Arg Phe Asp His Asp Ser Trp Glu Glu Glu Tyr Asp 

290 295 300 

Glu Asp Glu Asp Glu Asp Asn Ala Cys Leu Arg Leu Glu Asp Ser Trp 

305 310 315 320 

Arg Glu Leu He Asp Gly His Glu Lys Leu Thr Arg Arg Gin Cys His 

325 330 335 

Gin Gin Glu Ala Val Trp Glu Leu Leu His Thr Glu Ala Ser Tyr He 

340 345 350 

Arg Lys Leu Arg Val He He Asn Leu Phe Leu Cys Cys Leu Leu Asn 

355 360 365 

Leu Gin Glu Ser Gly Leu Leu Cys Glu Val Glu Ala Glu Arg Leu Phe 

370 375 380 



Ser Asn He Pro Glu He Ala Gin Leu His Arg Arg Leu Trp Ala Ser 

385 390 395 400 
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Val Met Ala Pro Val Leu Glu Lys Ala Arg Arg Thr Arg Ala Leu Leu 

405 410 415 

Gin Pro Gly Asp Phe Leu Lys Gly Phe Lys Met Phe Gly Ser Leu Phe 

420 425 430 

Lys Pro Tyr He Arg Tyr Cys Met Glu Glu Glu Gly Cys Met Glu Tyr 

435 440 445 

Met Arg Gly Leu Leu Arg Asp Asn Asp Leu Phe Arg Ala Tyr He Thr 

450 455 460 

Trp Ala Glu Lys His Pro Gin Cys Gin Arg Leu Lys Leu Ser Asp Met 

465 470 475 480 

Leu Ala Lys Pro His Gin Arg Leu Thr Lys Tyr Pro Leu Leu Leu Lys 

485 490 495 

Ser Val Leu Arg Lys Thr Glu Glu Pro Arg Ala Lys Glu Ala Val Val 

500 505 510 

Ala Met He Gly Ser Val Glu Arg Phe He His His Val Asn Ala Cys 

515 520 525 

Met Arg Gin Arg Gin Glu Arg Gin Arg Leu Ala Ala Val Val Ser Arg 

530 535 540 



He Asp Ala Tyr Glu Val Val Glu Ser Ser Ser Asp Glu Val Asp Lys 
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545 



550 



000 



560 



Leu Leu Lys Glu Phe Leu His Leu Asp Leu Thr Ala Pro He Pro Gly 

565 570 575 

Ala Ser Pro Glu Glu Thr Arg Gin Leu Leu Leu Glu Gly Ser Leu Arg 

580 585 590 

Met Lys Glu Gly Lys Asp Ser Lys Met Asp Val Tyr Cys Phe Leu Phe 

595 600 605 

Thr Asp Leu Leu Leu Val Thr Lys Ala Val Lys Lys Ala Glu Arg Thr 

610 615 620 

Arg Val He Arg Pro Pro Leu Leu Val Asp Lys He Val Cys Arg Glu 

625 630 635 640 

Leu Arg Asp Pro Gly Ser Phe Leu Leu He Tyr Leu Asn Glu Phe His 

645 650 655 

Ser Ala Val Gly Ala Tyr Thr Phe Gin Ala Ser Gly Gin Ala Leu Cys 

660 665 670 

Arg Gly Trp Val Asp Thr He Tyr Asn Ala Gin Asn Gin Leu Gin Gin 

675 680 685 



Leu Arg Ala Gin Glu Pro Pro Gly Ser Gin Gin Pro Leu Gin Ser Leu 

690 695 700 
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Glu Glu Glu Glu Asp Glu Gin Glu Glu Glu Glu Glu Glu Glu Glu Glu 

705 710 715 720 

Glu Glu Glu Gly Glu Asp Ser Gly Thr Ser Ala Ala Ser Ser Pro Thr 

725 730 735 

He Met Arg Lys Ser Ser Gly Ser Pro Asp Ser Gin His Cys Ala Ser 

740 745 750 

Asp Gly Ser Thr Glu Thr Leu Ala Met Val Val Val Glu Pro Gly Asp 

755 760 765 

Thr Leu Ser Ser Pro Glu Phe Asp Ser Gly Pro Phe Ser Ser Gin Ser 

770 775 780 

Asp Glu Thr Ser Leu Ser Thr Thr Ala Ser Ser Ala Thr Pro Thr Ser 

785 790 795 800 

Glu Leu Leu Pro Leu Gly Pro Val Asp Gly Arg Ser Cys Ser Met Asp 

805 810 815 

Ser Ala Tyr Gly Thr Leu Ser Pro Thr Ser Leu Gin Asp Phe Val Ala 

820 825 830 

Pro Gly Pro Met Ala Glu Leu Val Pro Arg Ala Pro Glu Ser Pro Arg 

835 840 845 



Val Pro Ser Pro Pro Pro Ser Pro Arg Leu Arg Arg Arg Thr Pro Val 

850 855 860 
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Gin Leu Leu Ser Cys Pro Pro His Leu Leu Lys Ser Lys Ser Glu Ala 

865 870 875 880 

Ser Leu Leu Gin Leu Leu Ala Gly Ala Gly Thr His Gly Thr Pro Ser 

885 890 895 

Ala Pro Ser Arg Ser Leu Ser Glu Leu Cys Leu Ala Val Pro Ala Pro 

900 905 910 

Gly He Arg Thr Gin Gly Ser Pro Gin Glu Ala Gly Pro Ser Trp Asp 

915 920 925 

Cys Arg Gly Ala Pro Ser Pro Gly Ser Gly Pro Gly Leu Val Gly Cys 

930 935 940 

Leu Ala Gly Glu Pro Ala Gly Ser His Arg Lys Arg Cys Gly Asp Leu 

945 950 955 960 

Pro Ser Gly Ala Ser Pro Arg Val Gin Pro Glu Pro Pro Pro Gly Val 

965 970 975 

Ser Ala Gin His Arg Lys Leu Thr Leu Ala Gin Leu Tyr Arg He Arg 

980 985 990 



Thr Thr Leu Leu Leu Asn Ser Thr Leu Thr Ala Ser Glu Val 

995 1000 1005 
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<210> 159 
<211> 3168 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (93).. (3089) 

<400> 159 

agtgcccggt ggcccaggag ggcctgggag cccgaagccg tccccgagtc gctcctaggt 60 



cactggcgcg atgcgggccg tcctctcggc tg atg ggt tgg aag ccc age gag 113 

Met Gly Trp Lys Pro Ser Glu 

1 5 



get aga ggc cag tec caa agt etc cag gca tea ggg ctg cag ccc agg 161 
Ala Arg Gly Gin Ser Gin Ser Leu Gin Ala Ser Gly Leu Gin Pro Arg 

10 15 20 



age etc aag gcg gee egg egg gcg act gga egg ccg gac agg tec cga 209 
Ser Leu Lys Ala Ala Arg Arg Ala Thr Gly Arg Pro Asp Arg Ser Arg 

25 30 35 



gca gee ccg ccc aac atg gac cca gac ccc cag gcg ggc gtg cag gtg 257 
Ala Ala Pro Pro Asn Met Asp Pro Asp Pro Gin Ala Gly Val Gin Val 

40 45 50 55 
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ggc atg egg gtg gtg cgc ggc gtg gac tgg aag tgg ggc cag cag gac 
Gly Met Arg Val Val Arg Gly Val Asp Trp Lys Trp Gly Gin Gin Asp 

60 65 70 



305 



ggc ggc gag ggc ggc gtg ggc acg gtg gtg gag ctt ggc cgc cac ggc 353 
Gly Gly Glu Gly Gly Val Gly Thr Val Val Glu Leu Gly Arg His Gly 

75 80 85 

age ccc teg aca ccc gac cgc aca gtg gtc gtg cag tgg gac cag ggc 401 
Ser Pro Ser Thr Pro Asp Arg Thr Val Val Val Gin Trp Asp Gin Gly 

90 95 100 

acg cgc ace aac tac cgc gee ggc tac cag ggc gcg cac gac ctg ctg 449 
Thr Arg Thr Asn Tyr Arg Ala Gly Tyr Gin Gly Ala His Asp Leu Leu 

105 110 115 

ctg tac gac aac gee cag ate ggc gtc egg cac ccc aac ate ate tgt 497 
Leu Tyr Asp Asn Ala Gin He Gly Val Arg His Pro Asn He He Cys 

120 125 130 135 

gac tgc tgc aag aag cac ggg ctg egg ggg atg cgc tgg aag tgc cgt 545 
Asp Cys Cys Lys Lys His Gly Leu Arg Gly Met Arg Trp Lys Cys Arg 

140 145 150 

gtg tgc ctg gac tac gac etc tgc acg cag tgc tac atg cac aac aag 593 
Val Cys Leu Asp Tyr Asp Leu Cys Thr Gin Cys Tyr Met His Asn Lys 

155 160 165 

cat gag etc gee cac gee ttc gac cgc tac gag ace get cac teg cgc 641 
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His Glu Leu Ala His Ala Phe Asp Arg Tyr Glu Thr Ala His Ser Arg 

170 175 180 

cct gtc aca ctg agt ccc cgc cag ggc etc ccg agg ate cca eta agg 689 
Pro Val Thr Leu Ser Pro Arg Gin Gly Leu Pro Arg He Pro Leu Arg 

185 190 195 

ggc ate ttc cag gga gcg aag gtg gtg cga ggc ccc ttc tgg gag tgg 737 
Gly He Phe Gin Gly Ala Lys Val Val Arg Gly Pro Phe Trp Glu Trp 

200 205 210 215 

ggc tea cag gat gga ggg gaa ggg aaa ccg ggc cgt gtg gtg gac ate 785 
Gly Ser Gin Asp Gly Gly Glu Gly Lys Pro Gly Arg Val Val Asp He 

220 225 230 

cgt ggc tgg gat gtg gag aca ggc egg agt gtg gee age gtg acg tgg 833 
Arg Gly Trp Asp Val Glu Thr Gly Arg Ser Val Ala Ser Val Thr Trp 

235 240 245 

get gat ggt ace ace aat gtg tac cgt gtg ggc cac aag ggc aag gtg 881 
Ala Asp Gly Thr Thr Asn Val Tyr Arg Val Gly His Lys Gly Lys Val 

250 255 260 

gac etc aag tgt gtg ggc gag gca gcg ggc ggc ttc tac tac aag gac 929 
Asp Leu Lys Cys Val Gly Glu Ala Ala Gly Gly Phe Tyr Tyr Lys Asp 

265 270 275 

cac etc cca agg etc ggc aag ccg gcg gag ctg cag cgc agg gtg agt 977 
His Leu Pro Arg Leu Gly Lys Pro Ala Glu Leu Gin Arg Arg Val Ser 
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280 285 290 295 

get gac age cag ccc ttc cag cac ggg gac aag gtc aag tgt ctg ctg 1025 

Ala Asp Ser Gin Pro Phe Gin His Gly Asp Lys Val Lys Cys Leu Leu 

300 305 310 

gac act gat gtc ctg egg gag atg cag gaa ggc cac ggc ggc tgg aac 1073 

Asp Thr Asp Val Leu Arg Glu Met Gin Glu Gly His Gly Gly Trp Asn 

315 320 325 

ccc agg atg gcg gag ttt ate gga cag acg ggc ace gtg cat cgt ate 1121 

Pro Arg Met Ala Glu Phe He Gly Gin Thr Gly Thr Val His Arg He 

330 335 340 

acg gac cgc ggg gac gtg cgc gtg cag ttc aac cac gag acg cgc tgg 1169 

Thr Asp Arg Gly Asp Val Arg Val Gin Phe Asn His Glu Thr Arg Trp 

345 350 355 

ace ttc cac ccc ggg gcg etc ace aag cac cac tec ttc tgg gtg ggc 1217 

Thr Phe His Pro Gly Ala Leu Thr Lys His His Ser Phe Trp Val Gly 

360 365 370 375 

gac gtg gtc egg gtc ate ggc gac ctt gac aca gtg aag egg ctg cag 1265 

Asp Val Val Arg Val He Gly Asp Leu Asp Thr Val Lys Arg Leu Gin 

380 385 390 

get ggg cat ggc gag tgg acg gac gac atg gee cct gee ctg ggc cgc 1313 

Ala Gly His Gly Glu Trp Thr Asp Asp Met Ala Pro Ala Leu Gly Arg 

395 400 405 
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gtc ggg aag gtg gtg aaa gtg ttt gga gac ggg aac ctg cgt gta gca 1361 

Val Gly Lys Val Val Lys Val Phe Gly Asp Gly Asn Leu Arg Val Ala 

410 415 420 

gtc get ggt cag egg tgg ace ttc age ccc tec tgc ctg gtg gec tac 1409 

Val Ala Gly Gin Arg Trp Thr Phe Ser Pro Ser Cys Leu Val Ala Tyr 

425 430 435 

egg ccc gag gag gat gec aac ctg gac gtg gec gag cgc gec egg gag 1457 

Arg Pro Glu Glu Asp Ala Asn Leu Asp Val Ala Glu Arg Ala Arg Glu 

440 445 450 455 

aac aaa age tea ctg age gtg gec ctg gac aag ctt egg gec cag aag 1505 

Asn Lys Ser Ser Leu Ser Val Ala Leu Asp Lys Leu Arg Ala Gin Lys 

460 465 470 

agt gac cca gag cac ccg gga agg ctg gtg gtg gag gtg gcg ctg ggt 1553 

Ser Asp Pro Glu His Pro Gly Arg Leu Val Val Glu Val Ala Leu Gly 

475 480 485 

aac gca gee egg get ctg gac ctg ctg egg agg cgc cca gag caa gtg 1601 

Asn Ala Ala Arg Ala Leu Asp Leu Leu Arg Arg Arg Pro Glu Gin Val 

490 495 500 

gac ace aag aac caa ggc agg ace get ctg caa gtg get gec tac ctg 1649 

Asp Thr Lys Asn Gin Gly Arg Thr Ala Leu Gin Val Ala Ala Tyr Leu 

505 510 515 
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ggc cag gtg gag ttg ata egg ctg ctg eta caa gee agg gcg ggc gtg 1697 
Gly Gin Val Glu Leu He Arg Leu Leu Leu Gin Ala Arg Ala Gly Val 

520 525 530 535 



gac ctg ccg gac gac gag ggc aac acg gca ctg cac tac gcg gec ctg 1745 

Asp Leu Pro Asp Asp Glu Gly Asn Thr Ala Leu His Tyr Ala Ala Leu 

540 545 550 

ggg aac cag ccc gag gec ace agg gtg etc ctg agt get ggg tgc egg 1793 

w Gly Asn Gin Pro Glu Ala Thr Arg Val Leu Leu Ser Ala Gly Cys Arg 

555 560 565 

gcg gac gec ate aac age acc cag age aca gca ctg cac gtg gee gtg 1841 

Ala Asp Ala He Asn Ser Thr Gin Ser Thr Ala Leu His Val Ala Val 

570 575 580 

cag agg ggc ttc ctg gag gtg gtg egg gec ctg tgt gag cgc ggc tgt 1889 

Gin Arg Gly Phe Leu Glu Val Val Arg Ala Leu Cys Glu Arg Gly Cys 
^ 585 590 595 

gac gtc aac ctg ccc gac gee cac teg gac acg ccc ctg cac tec gee 1937 

Asp Val Asn Leu Pro Asp Ala His Ser Asp Thr Pro Leu His Ser Ala 

600 605 610 615 

ate teg gcg ggc act gga gee age ggc att gtc gag gtc etc acg gag 1985 

He Ser Ala Gly Thr Gly Ala Ser Gly He Val Glu Val Leu Thr Glu 

620 625 630 

gtg cca aac ate gat gtt acc gee acc aac age cag ggt ttc acc ctg 2033 
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Val Pro Asn He Asp Val Thr Ala Thr Asn Ser Gin Gly Phe Thr Leu 

635 640 645 

ctg cac cat gcc tec etc aag ggt cac gcg eta get gtg aga aag att 2081 
Leu His His Ala Ser Leu Lys Gly His Ala Leu Ala Val Arg Lys He 

650 655 660 

ctg get egg gcg egg cag ctg gtg gac gcc aag aag gag gac ggc ttc 2129 
Leu Ala Arg Ala Arg Gin Leu Val Asp Ala Lys Lys Glu Asp Gly Phe 

665 670 675 

acg gcg ctg cat ctg get gcc etc aac aac cac cgc gag gtg gcc cag 2177 
Thr Ala Leu His Leu Ala Ala Leu Asn Asn His Arg Glu Val Ala Gin 

680 685 690 695 

ate etc ate egg gag ggc cgc tgt gac gtg aac gtg cgc aac egg aag 2225 
He Leu lie Arg Glu Gly Arg Cys Asp Val Asn Val Arg Asn Arg Lys 

700 705 710 

ctg cag tec ccg ctg cat etc gcc gtg caa cag gcc cac gtg ggg ctg 2273 
Leu Gin Ser Pro Leu His Leu Ala Val Gin Gin Ala His Val Gly Leu 

715 720 725 

gtg ccg eta ctg gtg gac get ggg tgc agt gtc aac gcc gag gac gag 2321 
Val Pro Leu Leu Val Asp Ala Gly Cys Ser Val Asn Ala Glu Asp Glu 

730 735 740 

gag ggg gac aca gcc ctg cac gtg gcg ctg cag cgt cat cag ctg ctg 2369 
Glu Gly Asp Thr Ala Leu His Val Ala Leu Gin Arg His Gin Leu Leu 
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745 



750 



755 



ccc ctg gtg get gat ggg gec ggg ggg gac cca ggg ccc ttg cag ctg 2417 
Pro Leu Val Ala Asp Gly Ala Gly Gly Asp Pro Gly Pro Leu Gin Leu 

760 765 770 775 



ctg tec agg eta cag gee teg ggc etc ccc ggc age gcg gag ctg acg 
Leu Ser Arg Leu Gin Ala Ser Gly Leu Pro Gly Ser Ala Glu Leu Thr 

780 785 790 



2465 



gtg ggc gcg gcg gtc gee tgc ttc ctg gcg ctg gag ggc gee gac gtg 
Val Gly Ala Ala Val Ala Cys Phe Leu Ala Leu Glu Gly Ala Asp Val 

795 800 805 



2513 



age tac ace aac cac cgc ggt egg age ccg ctg gac ctg gec gee gag 2561 
Ser Tyr Thr Asn His Arg Gly Arg Ser Pro Leu Asp Leu Ala Ala Glu 

810 815 820 



ggt cgc gtg etc aag gec ctt cag ggc tgc gec cag cgc ttc egg gag 
Gly Arg Val Leu Lys Ala Leu Gin Gly Cys Ala Gin Arg Phe Arg Glu 

825 830 835 



2609 



egg cag gcg ggc ggg ggc gcg gee ccg ggc ccc agg caa acg etc ggg 2657 
Arg Gin Ala Gly Gly Gly Ala Ala Pro Gly Pro Arg Gin Thr Leu Gly 

840 845 850 855 



ace ccc aac ace gtg acg aac ctg cac gtg ggc gee gcg ccg ggg ccc 2705 
Thr Pro Asn Thr Val Thr Asn Leu His Val Gly Ala Ala Pro Gly Pro 

860 865 870 
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gag gcc get gag tgc ctg gtg tgc tec gag ctg gcg ctg ctg gtg ctg 2753 

Glu Ala Ala Glu Cys Leu Val Cys Ser Glu Leu Ala Leu Leu Val Leu 

875 880 885 

ttc teg ccg tgc cag cac cgc acc gtg tgt gag gag tgc gcg cgc agg 2801 

Phe Ser Pro Cys Gin His Arg Thr Val Cys Glu Glu Cys Ala Arg Arg 

890 895 900 

atg aag aag tgc ate agg tgc cag gtg gtc gtc age aag aaa ctg cgc 2849 

Met Lys Lys Cys He Arg Cys Gin Val Val Val Ser Lys Lys Leu Arg 

905 910 915 

cca gac ggc tct gag gtg gcg age gcc gcc ccc gcc ccc ggc ccg ccg 2897 

Pro Asp Gly Ser Glu Val Ala Ser Ala Ala Pro Ala Pro Gly Pro Pro 

920 925 930 935 

cgc cag ctg gtg gag gag ctg cag age cgc tac egg cag atg gag gaa 2945 

Arg Gin Leu Val Glu Glu Leu Gin Ser Arg Tyr Arg Gin Met Glu Glu 

940 945 950 

cgc ate acc tgc ccc ate tgc ate gac agg cac ate cgc etc gtg ttc 2993 

Arg lie Thr Cys Pro lie Cys lie Asp Arg His He Arg Leu Val Phe 

955 960 965 

cag tgc ggc cac ggc gca tgc gcc ccc tgc ggc tec gcg etc age gcc 3041 

Gin Cys Gly His Gly Ala Cys Ala Pro Cys Gly Ser Ala Leu Ser Ala 

970 975 980 
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tgc ccc ate tgc cgc cag ccc ate cgc gac cgc ate cag ate ttc gtg 3089 
Cys Pro lie Cys Arg Gin Pro He Arg Asp Arg He Gin He Phe Val 

985 990 995 

tgagccgcgc cgtccgccgc gcccgagctg ccttcgcgtg cccccgccct gtgttttata 3149 
aaaagaaaga ttcteggat 3168 



<210> 160 
<211> 999 
<212> PRT 

<213> Homo sapiens 

<400> 160 

Met Gly Trp Lys Pro Ser Glu Ala Arg Gly Gin Ser Gin Ser Leu Gin 

15 10 15 

Ala Ser Gly Leu Gin Pro Arg Ser Leu Lys Ala Ala Arg Arg Ala Thr 

20 25 30 

Gly Arg Pro Asp Arg Ser Arg Ala Ala Pro Pro Asn Met Asp Pro Asp 

35 40 45 

Pro Gin Ala Gly Val Gin Val Gly Met Arg Val Val Arg Gly Val Asp 

50 55 60 

Trp Lys Trp Gly Gin Gin Asp Gly Gly Glu Gly Gly Val Gly Thr Val 

65 70 75 80 
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Val Glu Leu Gly Arg His Gly Ser Pro Ser Thr Pro Asp Arg Thr Val 

85 90 95 

Val Val Gin Trp Asp Gin Gly Thr Arg Thr Asn Tyr Arg Ala Gly Tyr 

100 105 110 

Gin Gly Ala His Asp Leu Leu Leu Tyr Asp Asn Ala Gin He Gly Val 

115 120 125 

Arg His Pro Asn He He Cys Asp Cys Cys Lys Lys His Gly Leu Arg 

130 135 140 

Gly Met Arg Trp Lys Cys Arg Val Cys Leu Asp Tyr Asp Leu Cys Thr 

145 150 155 160 

Gin Cys Tyr Met His Asn Lys His Glu Leu Ala His Ala Phe Asp Arg 

165 170 175 

Tyr Glu Thr Ala His Ser Arg Pro Val Thr Leu Ser Pro Arg Gin Gly 

180 185 190 

Leu Pro Arg lie Pro Leu Arg Gly He Phe Gin Gly Ala Lys Val Val 

195 200 205 

Arg Gly Pro Phe Trp Glu Trp Gly Ser Gin Asp Gly Gly Glu Gly Lys 

210 215 220 



Pro Gly Arg Val Val Asp He Arg Gly Trp Asp Val Glu Thr Gly Arg 
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225 



230 



235 



240 



Ser Val Ala Ser Val Thr Trp Ala Asp Gly Thr Thr Asn Val Tyr Arg 

245 250 255 

Val Gly His Lys Gly Lys Val Asp Leu Lys Cys Val Gly Glu Ala Ala 

260 265 270 

Gly Gly Phe Tyr Tyr Lys Asp His Leu Pro Arg Leu Gly Lys Pro Ala 

275 280 285 

Glu Leu Gin Arg Arg Val Ser Ala Asp Ser Gin Pro Phe Gin His Gly 

290 295 300 

Asp Lys Val Lys Cys Leu Leu Asp Thr Asp Val Leu Arg Glu Met Gin 

305 310 315 320 

Glu Gly His Gly Gly Trp Asn Pro Arg Met Ala Glu Phe He Gly Gin 

325 330 335 

Thr Gly Thr Val His Arg He Thr Asp Arg Gly Asp Val Arg Val Gin 

340 345 350 

Phe Asn His Glu Thr Arg Trp Thr Phe His Pro Gly Ala Leu Thr Lys 

355 360 365 



His His Ser Phe Trp Val Gly Asp Val Val Arg Val He Gly Asp Leu 

370 375 380 
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Asp Thr Val Lys Arg Leu Gin Ala Gly His Gly Glu Trp Thr Asp Asp 

385 390 395 400 

Met Ala Pro Ala Leu Gly Arg Val Gly Lys Val Val Lys Val Phe Gly 

405 410 415 

Asp Gly Asn Leu Arg Val Ala Val Ala Gly Gin Arg Trp Thr Phe Ser 

420 425 430 

Pro Ser Cys Leu Val Ala Tyr Arg Pro Glu Glu Asp Ala Asn Leu Asp 

435 440 445 

Val Ala Glu Arg Ala Arg Glu Asn Lys Ser Ser Leu Ser Val Ala Leu 

450 455 460 

Asp Lys Leu Arg Ala Gin Lys Ser Asp Pro Glu His Pro Gly Arg Leu 

465 470 475 480 

Val Val Glu Val Ala Leu Gly Asn Ala Ala Arg Ala Leu Asp Leu Leu 

485 490 495 

Arg Arg Arg Pro Glu Gin Val Asp Thr Lys Asn Gin Gly Arg Thr Ala 

500 505 510 

Leu Gin Val Ala Ala Tyr Leu Gly Gin Val Glu Leu lie Arg Leu Leu 

515 520 525 



Leu Gin Ala Arg Ala Gly Val Asp Leu Pro Asp Asp Glu Gly Asn Thr 

530 535 540 
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Ala Leu His Tyr Ala Ala Leu Gly Asn Gin Pro Glu Ala Thr Arg Val 

545 550 555 560 

Leu Leu Ser Ala Gly Cys Arg Ala Asp Ala lie Asn Ser Thr Gin Ser 

565 570 575 

Thr Ala Leu His Val Ala Val Gin Arg Gly Phe Leu Glu Val Val Arg 

580 585 590 

Ala Leu Cys Glu Arg Gly Cys Asp Val Asn Leu Pro Asp Ala His Ser 

595 600 605 

Asp Thr Pro Leu His Ser Ala He Ser Ala Gly Thr Gly Ala Ser Gly 

610 615 620 

He Val Glu Val Leu Thr Glu Val Pro Asn He Asp Val Thr Ala Thr 

625 630 635 640 

Asn Ser Gin Gly Phe Thr Leu Leu His His Ala Ser Leu Lys Gly His 

645 650 655 

Ala Leu Ala Val Arg Lys He Leu Ala Arg Ala Arg Gin Leu Val Asp 

660 665 670 

Ala Lys Lys Glu Asp Gly Phe Thr Ala Leu His Leu Ala Ala Leu Asn 

675 680 685 



Asn His Arg Glu Val Ala Gin lie Leu lie Arg Glu Gly Arg Cys Asp 
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690 



695 



700 



Val Asn Val Arg Asn Arg Lys Leu Gin Ser Pro Leu His Leu Ala Val 

705 710 715 720 

Gin Gin Ala His Val Gly Leu Val Pro Leu Leu Val Asp Ala Gly Cys 

725 730 735 

Ser Val Asn Ala Glu Asp Glu Glu Gly Asp Thr Ala Leu His Val Ala 

740 745 750 

Leu Gin Arg His Gin Leu Leu Pro Leu Val Ala Asp Gly Ala Gly Gly 

755 760 765 

Asp Pro Gly Pro Leu Gin Leu Leu Ser Arg Leu Gin Ala Ser Gly Leu 

770 775 780 

Pro Gly Ser Ala Glu Leu Thr Val Gly Ala Ala Val Ala Cys Phe Leu 

785 790 795 800 

Ala Leu Glu Gly Ala Asp Val Ser Tyr Thr Asn His Arg Gly Arg Ser 

805 810 815 

Pro Leu Asp Leu Ala Ala Glu Gly Arg Val Leu Lys Ala Leu Gin Gly 

820 825 830 



Cys Ala Gin Arg Phe Arg Glu Arg Gin Ala Gly Gly Gly Ala Ala Pro 

835 840 845 
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Gly Pro Arg Gin Thr Leu Gly Thr Pro Asn Thr Val Thr Asn Leu His 

850 855 860 

Val Gly Ala Ala Pro Gly Pro Glu Ala Ala Glu Cys Leu Val Cys Ser 

865 870 875 880 

Glu Leu Ala Leu Leu Val Leu Phe Ser Pro Cys Gin His Arg Thr Val 

885 890 895 

Cys Glu Glu Cys Ala Arg Arg Met Lys Lys Cys He Arg Cys Gin Val 

900 905 910 

Val Val Ser Lys Lys Leu Arg Pro Asp Gly Ser Glu Val Ala Ser Ala 

915 920 925 

Ala Pro Ala Pro Gly Pro Pro Arg Gin Leu Val Glu Glu Leu Gin Ser 

930 935 940 

Arg Tyr Arg Gin Met Glu Glu Arg He Thr Cys Pro He Cys He Asp 

945 950 955 960 

Arg His He Arg Leu Val Phe Gin Cys Gly His Gly Ala Cys Ala Pro 

965 970 975 

Cys Gly Ser Ala Leu Ser Ala Cys Pro He Cys Arg Gin Pro lie Arg 

980 985 990 



Asp Arg He Gin He Phe Val 

995 
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<210> 161 
<211> 3168 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (93).. (3089) 

<400> 161 

agtgcccggt ggcccaggag ggcctgggag cccgaagccg tccccgagtc gctcctaggt 60 

cactggcgcg atgcgggccg tcctctcggc tg atg ggt tgg aag ccc age gag 113 

Met Gly Trp Lys Pro Ser Glu 

1 5 

get aga ggc cag tec caa agt etc cag gca tea ggg ctg cag ccc agg 161 

Ala Arg Gly Gin Ser Gin Ser Leu Gin Ala Ser Gly Leu Gin Pro Arg 

10 15 20 

age etc aag gcg gee egg egg gcg act gga egg ccg gac agg tec cga 209 
Ser Leu Lys Ala Ala Arg Arg Ala Thr Gly Arg Pro Asp Arg Ser Arg 

25 30 35 

gca gec ccg ccc aac atg gac cca gac ccc cag gcg ggc gtg cag gtg 257 
Ala Ala Pro Pro Asn Met Asp Pro Asp Pro Gin Ala Gly Val Gin Val 
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40 



45 



50 



ggc atg egg gtg gtg cgc ggc gtg gac tgg aag tgg ggc cag cag gac 
Gly Met Arg Val Val Arg Gly Val Asp Trp Lys Trp Gly Gin Gin Asp 

60 65 70 



305 



ggc ggc gag ggc ggc gtg ggc acg gtg gtg gag ctt ggc cgc cac ggc 353 

Gly Gly Glu Gly Gly Val Gly Thr Val Val Glu Leu Gly Arg His Gly 

75 80 85 

age ccc teg aca ccc gac cgc aca gtg gtc gtg cag tgg gac cag ggc 401 

Ser Pro Ser Thr Pro Asp Arg Thr Val Val Val Gin Trp Asp Gin Gly 

90 95 100 

acg cgc acc aac tac cgc gec ggc tac cag ggc gcg cac gac ctg ctg 449 

Thr Arg Thr Asn Tyr Arg Ala Gly Tyr Gin Gly Ala His Asp Leu Leu 

105 110 115 

ctg tac gac aac gec cag ate ggc gtc egg cac ccc aac ate ate tgt 497 

Leu Tyr Asp Asn Ala Gin He Gly Val Arg His Pro Asn lie He Cys 

120 125 130 135 

gac tgc tgc aag aag cac ggg ctg egg ggg atg cgc tgg aag tgc cgt 545 

Asp Cys Cys Lys Lys His Gly Leu Arg Gly Met Arg Trp Lys Cys Arg 

140 145 150 

gtg tgc ctg gac tac gac etc tgc acg cag tgc tac atg cac aac aag 593 

Val Cys Leu Asp Tyr Asp Leu Cys Thr Gin Cys Tyr Met His Asn Lys 

155 160 165 
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cat gag etc gec cac gec ttc gac cgc tac gag acc get cac teg cgc 641 

His Glu Leu Ala His Ala Phe Asp Arg Tyr Glu Thr Ala His Ser Arg 

170 175 180 

cct gtc aca ctg agt ccc cgc cag ggc etc ccg agg ate cca eta agg 689 

Pro Val Thr Leu Ser Pro Arg Gin Gly Leu Pro Arg He Pro Leu Arg 

185 190 195 

ggc ate ttc cag gga gcg aag gtg gtg cga ggc ccc ttc tgg gag tgg 737 

Gly He Phe Gin Gly Ala Lys Val Val Arg Gly Pro Phe Trp Glu Trp 

200 205 210 215 

ggc tea cag gat gga ggg gaa ggg aaa ccg ggc cgt gtg gtg gac ate 785 

Gly Ser Gin Asp Gly Gly Glu Gly Lys Pro Gly Arg Val Val Asp He 

220 225 230 

cgt ggc tgg gat gtg gag aca ggc egg agt gtg gec age gtg acg tgg 833 

Arg Gly Trp Asp Val Glu Thr Gly Arg Ser Val Ala Ser Val Thr Trp 

235 240 245 

get gat ggt acc acc aat gtg tac cgt gtg ggc cac aag ggc aag gtg 881 

Ala Asp Gly Thr Thr Asn Val Tyr Arg Val Gly His Lys Gly Lys Val 

250 255 260 

gac etc aag tgt gtg ggc gag gca gcg ggc ggc ttc tac tac aag gac 929 

Asp Leu Lys Cys Val Gly Glu Ala Ala Gly Gly Phe Tyr Tyr Lys Asp 

265 270 275 
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cac etc cca agg etc ggc aag ccg gcg gag ctg cag cgc agg gtg agt 977 
His Leu Pro Arg Leu Gly Lys Pro Ala Glu Leu Gin Arg Arg Val Ser 

280 285 290 295 

get gac age cag ccc ttc cag cac ggg gac aag gtc aag tgt ctg ctg 1025 
Ala Asp Ser Gin Pro Phe Gin His Gly Asp Lys Val Lys Cys Leu Leu 

300 305 310 

gac act gat gtc ctg egg gag atg cag gaa ggc cac ggc ggc tgg aac 1073 
^ Asp Thr Asp Val Leu Arg Glu Met Gin Glu Gly His Gly Gly Trp Asn 

315 320 325 

ccc agg atg gcg gag ttt ate gga cag acg ggc ace gtg cat cgt ate 1121 
Pro Arg Met Ala Glu Phe He Gly Gin Thr Gly Thr Val His Arg He 

330 335 340 

acg gac cgc ggg gac gtg cgc gtg cag ttc aac cac gag acg cgc tgg 1169 
Thr Asp Arg Gly Asp Val Arg Val Gin Phe Asn His Glu Thr Arg Trp 
^ 345 350 355 

ace ttc cac ccc ggg gcg etc ace aag cac cac tec ttc tgg gtg ggc 1217 
Thr Phe His Pro Gly Ala Leu Thr Lys His His Ser Phe Trp Val Gly 

360 365 370 375 

gac gtg gtc egg gtc ate ggc gac ctt gac aca gtg aag egg ctg cag 1265 
Asp Val Val Arg Val lie Gly Asp Leu Asp Thr Val Lys Arg Leu Gin 

380 385 390 

get ggg cat ggc gag tgg acg gac gac atg gee cct gee ctg ggc cgc 1313 
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Ala Gly His Gly Glu Trp Thr Asp Asp Met Ala Pro Ala Leu Gly Arg 

395 400 405 

gtc ggg aag gtg gtg aaa gtg ttt gga gac ggg aac ctg cgt gta gca 1361 

Val Gly Lys Val Val Lys Val Phe Gly Asp Gly Asn Leu Arg Val Ala 

410 415 420 

gtc get ggt cag egg tgg ace ttc age ccc tec tgc ctg gtg gec tac 1409 

Val Ala Gly Gin Arg Trp Thr Phe Ser Pro Ser Cys Leu Val Ala Tyr 

425 430 435 



egg ccc gag gag gat gee aac ctg gac gtg gee gag cgc gee egg gag 1457 
Arg Pro Glu Glu Asp Ala Asn Leu Asp Val Ala Glu Arg Ala Arg Glu 

440 445 450 455 



aac aaa age tea ctg age gtg gee ctg gac aag ctt egg gee cag aag 
Asn Lys Ser Ser Leu Ser Val Ala Leu Asp Lys Leu Arg Ala Gin Lys 

460 465 470 



1505 



agt gac cca gag cac ccg gga agg ctg gtg gtg gag gtg gcg ctg ggt 
Ser Asp Pro Glu His Pro Gly Arg Leu Val Val Glu Val Ala Leu Gly 

475 480 485 



1553 



aac gca gee egg get ctg gac ctg ctg egg agg cgc cca gag caa gtg 1601 
Asn Ala Ala Arg Ala Leu Asp Leu Leu Arg Arg Arg Pro Glu Gin Val 

490 495 500 



gac acc aag aac caa ggc agg acc get ctg caa gtg get gee tac ctg 1649 
Asp Thr Lys Asn Gin Gly Arg Thr Ala Leu Gin Val Ala Ala Tyr Leu 
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505 



510 



515 



ggc cag gtg gag ttg ata egg ctg ctg eta caa gee agg gcg ggc gtg 1697 
Gly Gin Val Glu Leu lie Arg Leu Leu Leu Gin Ala Arg Ala Gly Val 

520 525 530 535 



gac ctg ccg gac gac gag ggc aac acg gca ctg cac tac gcg gee ctg 
Asp Leu Pro Asp Asp Glu Gly Asn Thr Ala Leu His Tyr Ala Ala Leu 

540 545 550 



1745 



ggg aac cag ccc gag gec acc agg gtg etc ctg agt get ggg tgc egg 
Gly Asn Gin Pro Glu Ala Thr Arg Val Leu Leu Ser Ala Gly Cys Arg 

555 560 565 



1793 



gcg gac gec ate aac age acc cag age aca gca ctg cac gtg gee gtg 1841 
Ala Asp Ala He Asn Ser Thr Gin Ser Thr Ala Leu His Val Ala Val 

570 575 580 



cag agg ggc ttc ctg gag gtg gtg egg gee ctg tgt gag cgc ggc tgt 
Gin Arg Gly Phe Leu Glu Val Val Arg Ala Leu Cys Glu Arg Gly Cys 

585 590 595 



1889 



gac gtc aac ctg ccc gac gee cac teg gac acg ccc ctg cac tec gee 1937 
Asp Val Asn Leu Pro Asp Ala His Ser Asp Thr Pro Leu His Ser Ala 

600 605 610 615 



ate teg gcg ggc act gga gee age ggc att gtc gag gtc etc acg gag 1985 
lie Ser Ala Gly Thr Gly Ala Ser Gly He Val Glu Val Leu Thr Glu 

620 625 630 
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gtg cca aac ate gat gtt acc gec acc aac age cag ggt ttc acc ctg 2033 
Val Pro Asn He Asp Val Thr Ala Thr Asn Ser Gin Gly Phe Thr Leu 

635 640 645 

ctg cac cat gec tec etc aag ggt cac gcg eta get gtg aga aag att 2081 

Leu His His Ala Ser Leu Lys Gly His Ala Leu Ala Val Arg Lys He 

650 655 660 

ctg get egg gcg egg cag ctg gtg gac gee aag aag gag gac ggc ttc 2129 

Leu Ala Arg Ala Arg Gin Leu Val Asp Ala Lys Lys Glu Asp Gly Phe 

665 670 675 

acg gcg ctg cat ctg get gec etc aac aac cac cgc gag gtg gee cag 2177 

Thr Ala Leu His Leu Ala Ala Leu Asn Asn His Arg Glu Val Ala Gin 

680 685 690 695 

ate etc ate egg gag ggc cgc tgt gac gtg aac gtg cgc aac egg aag 2225 

lie Leu lie Arg Glu Gly Arg Cys Asp Val Asn Val Arg Asn Arg Lys 

700 705 710 

ctg cag tec ccg ctg cat etc gee gtg caa cag gee cac gtg ggg ctg 2273 

Leu Gin Ser Pro Leu His Leu Ala Val Gin Gin Ala His Val Gly Leu 

715 720 725 

gtg ccg eta ctg gtg gac get ggg tgc agt gtc aac gee gag gac gag 2321 

Val Pro Leu Leu Val Asp Ala Gly Cys Ser Val Asn Ala Glu Asp Glu 

730 735 740 
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gag ggg gac aca gcc ctg cac gtg gcg ctg cag cgt cat cag ctg ctg 2369 
Glu Gly Asp Thr Ala Leu His Val Ala Leu Gin Arg His Gin Leu Leu 

745 750 755 

ccc ctg gtg get gat ggg gcc ggg ggg gac cca ggg ccc ttg cag ctg 2417 
Pro Leu Val Ala Asp Gly Ala Gly Gly Asp Pro Gly Pro Leu Gin Leu 

760 765 770 775 

ctg tec agg eta cag gcc teg ggc etc ccc ggc age gcg gag ctg acg 2465 
Leu Ser Arg Leu Gin Ala Ser Gly Leu Pro Gly Ser Ala Glu Leu Thr 

780 785 790 

gtg ggc gcg gcg gtc gcc tgc ttc ctg gcg ctg gag ggc gcc gac gtg 2513 
Val Gly Ala Ala Val Ala Cys Phe Leu Ala Leu Glu Gly Ala Asp Val 

795 800 805 

age tac ace aac cac cgc ggt egg age ccg ctg gac ctg gcc gcc gag 2561 
Ser Tyr Thr Asn His Arg Gly Arg Ser Pro Leu Asp Leu Ala Ala Glu 

810 815 820 

ggt cgc gtg etc aag gcc ctt cag ggc tgc gcc cag cgc ttc egg gag 2609 
Gly Arg Val Leu Lys Ala Leu Gin Gly Cys Ala Gin Arg Phe Arg Glu 

825 830 835 

egg cag gcg ggc ggg ggc gcg gcc ccg ggc ccc agg caa acg etc ggg 2657 
Arg Gin Ala Gly Gly Gly Ala Ala Pro Gly Pro Arg Gin Thr Leu Gly 

840 845 850 855 

ace ccc aac ace gtg acg aac ctg cac gtg ggc gcc gcg ccg ggg ccc 2705 



6 9 0 



mUft 2001-3116645 



#2 001-254018 



Thr Pro Asn Thr Val Thr Asn Leu His Val Gly Ala Ala Pro Gly Pro 

860 865 870 

gag gcc get gag tgc ctg gtg tgc tec gag ctg gcg ctg ctg gtg ctg 2753 

Glu Ala Ala Glu Cys Leu Val Cys Ser Glu Leu Ala Leu Leu Val Leu 

875 880 885 

ttc teg ccg tgc cag cac cgc acc gtg tgt gag gag tgc gcg cgc agg 2801 

Phe Ser Pro Cys Gin His Arg Thr Val Cys Glu Glu Cys Ala Arg Arg 

890 895 900 

atg aag aag tgc ate agg tgc cag gtg gtc gtc age aag aaa ctg cgc 2849 

Met Lys Lys Cys He Arg Cys Gin Val Val Val Ser Lys Lys Leu Arg 

905 910 915 

cca gac ggc tct gag gtg gcg age gcc gcc ccc gcc ccc ggc ccg ccg 2897 

Pro Asp Gly Ser Glu Val Ala Ser Ala Ala Pro Ala Pro Gly Pro Pro 

920 925 930 935 

cgc cag ctg gtg gag gag ctg cag age cgc tac egg cag atg gag gaa 2945 

Arg Gin Leu Val Glu Glu Leu Gin Ser Arg Tyr Arg Gin Met Glu Glu 

940 945 950 

cgc ate acc tgc ccc ate tgc ate gac age cac ate cgc etc gtg ttc 2993 

Arg lie Thr Cys Pro He Cys He Asp Ser His He Arg Leu Val Phe 

955 960 965 

cag tgc ggc cac ggc gca tgc gcc ccc tgc ggc tec gcg etc age gcc 3041 

Gin Cys Gly His Gly Ala Cys Ala Pro Cys Gly Ser Ala Leu Ser Ala 
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970 975 980 

tgc ccc ate tgc cgc cag ccc ate cgc gac cgc ate cag ate ttc gtg 3089 
Cys Pro He Cys Arg Gin Pro He Arg Asp Arg He Gin He Phe Val 

985 990 995 

tgagccgcgc cgtccgccgc gcccgagctg ccttcgcgtg cccccgccct gtgttttata 3149 
aaaagaaaga ttcteggat 3168 



<210> 162 
<211> 999 
<212> PRT 

<213> Homo sapiens 

<400> 162 

Met Gly Trp Lys Pro Ser Glu Ala Arg Gly Gin Ser Gin Ser Leu Gin 

15 10 15 

Ala Ser Gly Leu Gin Pro Arg Ser Leu Lys Ala Ala Arg Arg Ala Thr 

20 25 30 

Gly Arg Pro Asp Arg Ser Arg Ala Ala Pro Pro Asn Met Asp Pro Asp 

35 40 45 

Pro Gin Ala Gly Val Gin Val Gly Met Arg Val Val Arg Gly Val Asp 

50 55 60 
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Trp Lys Trp G 1 y Gin Gin Asp Gly Gly Glu Gly Gly Val Gly Thr Val 

65 70 75 80 

Val Glu Leu Gly Arg His Gly Ser Pro Ser Thr Pro Asp Arg Thr Val 

85 90 95 

Val Val Gin Trp Asp Gin Gly Thr Arg Thr Asn Tyr Arg Ala Gly Tyr 

100 105 110 

Gin Gly Ala His Asp Leu Leu Leu Tyr Asp Asn Ala Gin lie Gly Val 

115 120 125 

Arg His Pro Asn He He Cys Asp Cys Cys Lys Lys His Gly Leu Arg 

130 135 140 

Gly Met Arg Trp Lys Cys Arg Val Cys Leu Asp Tyr Asp Leu Cys Thr 

145 150 155 160 

Gin Cys Tyr Met His Asn Lys His Glu Leu Ala His Ala Phe Asp Arg 

165 170 175 

Tyr Glu Thr Ala His Ser Arg Pro Val Thr Leu Ser Pro Arg Gin Gly 

180 185 190 

Leu Pro Arg He Pro Leu Arg Gly lie Phe Gin Gly Ala Lys Val Val 

195 200 205 



Arg Gly Pro Phe Trp Glu Trp Gly Ser Gin Asp Gly Gly Glu Gly Lys 

210 215 220 
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Pro Gly Arg Val Val Asp He Arg Gly Trp Asp Val Gtu Thr Gly Arg 

225 230 235 240 

Ser Val Ala Ser Val Thr Trp Ala Asp Gly Thr Thr Asn Val Tyr Arg 

245 250 255 

Val Gly His Lys Gly Lys Val Asp Leu Lys Cys Val Gly Glu Ala Ala 

260 265 270 

Gly Gly Phe Tyr Tyr Lys Asp His Leu Pro Arg Leu Gly Lys Pro Ala 

275 280 285 

Glu Leu Gin Arg Arg Val Ser Ala Asp Ser Gin Pro Phe Gin His Gly 

290 295 300 

Asp Lys Val Lys Cys Leu Leu Asp Thr Asp Val Leu Arg Glu Met Gin 

305 310 315 320 

Glu Gly His Gly Gly Trp Asn Pro Arg Met Ala Glu Phe He Gly Gin 

325 330 335 

Thr Gly Thr Val His Arg He Thr Asp Arg Gly Asp Val Arg Val Gin 

340 345 350 

Phe Asn His Glu Thr Arg Trp Thr Phe His Pro Gly Ala Leu Thr Lys 

355 360 365 



His His Ser Phe Trp Val Gly Asp Val Val Arg Val He Gly Asp Leu 
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370 



375 



380 



Asp Thr Val Lys Arg Leu Gin Ala Gly His Gly Glu Trp Thr Asp Asp 

385 390 395 400 

Met Ala Pro Ala Leu Gly Arg Val Gly Lys Val Val Lys Val Phe Gly 

405 410 415 

Asp Gly Asn Leu Arg Val Ala Val Ala Gly Gin Arg Trp Thr Phe Ser 

420 425 430 

Pro Ser Cys Leu Val Ala Tyr Arg Pro Glu Glu Asp Ala Asn Leu Asp 

435 440 445 

Val Ala Glu Arg Ala Arg Glu Asn Lys Ser Ser Leu Ser Val Ala Leu 

450 455 460 

Asp Lys Leu Arg Ala Gin Lys Ser Asp Pro Glu His Pro Gly Arg Leu 

465 470 475 480 

Val Val Glu Val Ala Leu Gly Asn Ala Ala Arg Ala Leu Asp Leu Leu 

485 490 495 

Arg Arg Arg Pro Glu Gin Val Asp Thr Lys Asn Gin Gly Arg Thr Ala 

500 505 510 



Leu Gin Val Ala Ala Tyr Leu Gly Gin Val Glu Leu lie Arg Leu Leu 

515 520 525 
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Leu Gin Ala Arg Ala Gly Val Asp Leu Pro Asp Asp Glu Gly Asn Thr 

530 535 540 

Ala Leu His Tyr Ala Ala Leu Gly Asn Gin Pro Glu Ala Thr Arg Val 

545 550 555 560 

Leu Leu Ser Ala Gly Cys Arg Ala Asp Ala He Asn Ser Thr Gin Ser 

565 570 575 

Thr Ala Leu His Val Ala Val Gin Arg Gly Phe Leu Glu Val Val Arg 

580 585 590 

Ala Leu Cys Glu Arg Gly Cys Asp Val Asn Leu Pro Asp Ala His Ser 

595 600 ' 605 

Asp Thr Pro Leu His Ser Ala lie Ser Ala Gly Thr Gly Ala Ser Gly 

610 615 620 

He Val Glu Val Leu Thr Glu Val Pro Asn He Asp Val Thr Ala Thr 

625 630 635 640 

Asn Ser Gin Gly Phe Thr Leu Leu His His Ala Ser Leu Lys Gly His 

645 650 655 

Ala Leu Ala Val Arg Lys lie Leu Ala Arg Ala Arg Gin Leu Val Asp 

660 665 670 

Ala Lys Lys Glu Asp Gly Phe Thr Ala Leu His Leu Ala Ala Leu Asn 

675 680 685 
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Asn His Arg Glu Val Ala Gin He Leu He Arg Glu Gly Arg Cys Asp 

690 695 700 

Val Asn Val Arg Asn Arg Lys Leu Gin Ser Pro Leu His Leu Ala Val 

705 710 715 720 

Gin Gin Ala His Val Gly Leu Val Pro Leu Leu Val Asp Ala Gly Cys 

725 730 735 

Ser Val Asn Ala Glu Asp Glu Glu Gly Asp Thr Ala Leu His Val Ala 

740 745 750 

Leu Gin Arg His Gin Leu Leu Pro Leu Val Ala Asp Gly Ala Gly Gly 

755 760 765 

Asp Pro Gly Pro Leu Gin Leu Leu Ser Arg Leu Gin Ala Ser Gly Leu 

770 775 780 

Pro Gly Ser Ala Glu Leu Thr Val Gly Ala Ala Val Ala Cys Phe Leu 

785 790 795 800 

Ala Leu Glu Gly Ala Asp Val Ser Tyr Thr Asn His Arg Gly Arg Ser 

805 810 815 

Pro Leu Asp Leu Ala Ala Glu Gly Arg Val Leu Lys Ala Leu Gin Gly 

820 825 830 



Cys Ala Gin Arg Phe Arg Glu Arg Gin Ala Gly Gly Gly Ala Ala Pro 
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835 



840 



845 



Gly Pro Arg Gin Thr Leu Gly Thr Pro Asn Thr Val Thr Asn Leu His 

850 855 860 

Val Gly Ala Ala Pro Gly Pro Glu Ala Ala Glu Cys Leu Val Cys Ser 

865 870 875 880 

Glu Leu Ala Leu Leu Val Leu Phe Ser Pro Cys Gin His Arg Thr Val 

885 890 895 

Cys Glu Glu Cys Ala Arg Arg Met Lys Lys Cys He Arg Cys Gin Val 

900 905 910 

Val Val Ser Lys Lys Leu Arg Pro Asp Gly Ser Glu Val Ala Ser Ala 

915 920 925 

Ala Pro Ala Pro Gly Pro Pro Arg Gin Leu Val Glu Glu Leu Gin Ser 

930 935 940 

Arg Tyr Arg Gin Met Glu Glu Arg lie Thr Cys Pro He Cys lie Asp 

945 950 955 960 

Ser His He Arg Leu Val Phe Gin Cys Gly His Gly Ala Cys Ala Pro 

965 970 975 



Cys Gly Ser Ala Leu Ser Ala Cys Pro He Cys Arg Gin Pro lie Arg 

980 985 990 
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Asp Arg He Gin lie Phe Val 

995 



<210> 163 
<211> 4031 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (91).. (2649) 

<400> 163 

gttctggtcc cggtgagatg ctggaagctg ctgcggcagc cgcaacgcgc ccggtcgccg 60 

tcccgtcgcc aatccccgcc gtcccgggcc atg ate gec tgg cgt ctg ccc ttg 114 

Met He Ala Trp Arg Leu Pro Leu 

1 5 

tgc gtg etc ttg gtg gee tec gtc gag age cac ctg ggg gec ctg ggg 162 
Cys Val Leu Leu Val Ala Ser Val Glu Ser His Leu Gly Ala Leu Gly 

10 15 20 

ccc aag aac gtc teg cag aaa gac gcg gag ttt gag cgc acc tac gcg 210 
Pro Lys Asn Val Ser Gin Lys Asp Ala Glu Phe Glu Arg Thr Tyr Ala 

25 30 35 40 
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gac gac gtc aac age gag ctg gtc aac ate tac ace ttc aac cac acc 258 

Asp Asp Val Asn Ser Glu Leu Val Asn He Tyr Thr Phe Asn His Thr 

45 50 55 

gtg acc cgc aac egg acc gag ggt gtg cga gtg tct gtg aat gtc ctg 306 

Val Thr Arg Asn Arg Thr Glu Gly Val Arg Val Ser Val Asn Val Leu 

60 65 70 

aac aag cag aaa ggg gcg cct ttg ctg ttc gtg gtc cgc cag aag gag 354 

Asn Lys Gin Lys Gly Ala Pro Leu Leu Phe Val Val Arg Gin Lys Glu 

75 80 85 

get gtt gtg tec ttc cag gtg ccc eta ate ctt cga gga ctg tat cag 402 

Ala Val Val Ser Phe Gin Val Pro Leu He Leu Arg Gly Leu Tyr Gin 

90 95 100 

egg aag tac etc tac caa aaa gtg gaa cga act ctg tgt cag ccc ccc 450 

Arg Lys Tyr Leu Tyr Gin Lys Val Glu Arg Thr Leu Cys Gin Pro Pro 

105 110 115 120 

acc aag aat gag tct gag ate cag ttt ttc tat gtg gac gtg tct acc 498 

Thr Lys Asn Glu Ser Glu He Gin Phe Phe Tyr Val Asp Val Ser Thr 

125 130 135 

ctg tea ccc gtc aat acc act tac cag etc cga gtc aac cgt gtg gac 546 

Leu Ser Pro Val Asn Thr Thr Tyr Gin Leu Arg Val Asn Arg Val Asp 

140 145 150 

aat ttt gtg etc agg act gga gag ctg ttt acc ttt aat acc act gca 594 
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Asn Phe Val Leu Arg Thr Gly Glu Leu Phe Thr Phe Asn Thr Thr Ala 

155 160 165 

gcc cag ccc cag tac ttc aaa tac gag ttt cct gat ggt gtg gac teg 642 

Ala Gin Pro Gin Tyr Phe Lys Tyr Glu Phe Pro Asp Gly Val Asp Ser 

170 175 180 

gta att gtc aag gtg acc tec aag aag gcc ttc ccc tgc tea gtc ate 690 

Val He Val Lys Val Thr Ser Lys Lys Ala Phe Pro Cys Ser Val He 

185 190 195 200 

tec ate cag gat gtc ctg tgc cct gtc tat gat ctg gac aac agt gta 738 

Ser He Gin Asp Val Leu Cys Pro Val Tyr Asp Leu Asp Asn Ser Val 

205 210 215 

gcc ttc att ggc atg tac cag acg atg act aag aag gca gcc ate act 786 

Ala Phe He Gly Met Tyr Gin Thr Met Thr Lys Lys Ala Ala He Thr 

220 225 230 

gtg cag egg aaa gac ttc ccc age aac age ttc tat gtg gtg gtg gta 834 

Val Gin Arg Lys Asp Phe Pro Ser Asn Ser Phe Tyr Val Val Val Val 

235 240 245 

gtg aag act gag gac cag gcc tgc gga ggg tec ttg ccc ttc tac cct 882 

Val Lys Thr Glu Asp Gin Ala Cys Gly Gly Ser Leu Pro Phe Tyr Pro 

250 255 260 

ttt gtg gaa gat gag cca gtg gat caa ggg cac cgt cag aaa aca ctg 930 

Phe Val Glu Asp Glu Pro Val Asp Gin Gly His Arg Gin Lys Thr Leu 
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265 270 275 280 

tea gtg ctg gtc tct cag get gtc aca tct gag gee tat gtt ggt ggg 978 

Ser Val Leu Val Ser Gin Ala Val Thr Ser Glu Ala Tyr Val Gly Gly 

285 290 295 

atg etc ttt tgc ctg ggc ata ttc ttg tec ttc tac ctg ctg act gtg 1026 

Met Leu Phe Cys Leu Gly He Phe Leu Ser Phe Tyr Leu Leu Thr Val 

300 305 310 

ctg ctg gee tgt tgg gag aac tgg agg caa agg aag aag acc ttg ctg 1074 

Leu Leu Ala Cys Trp Glu Asn Trp Arg Gin Arg Lys Lys Thr Leu Leu 

315 320 325 

gtg gee ata gac cga gec tgc cca gaa agt ggt cac get egg gtc ttg 1122 

Val Ala He Asp Arg Ala Cys Pro Glu Ser Gly His Ala Arg Val Leu 

330 335 340 

get gat tea ttt cct ggc agt gee cct tac gag ggt tac aac tat ggc 1170 

Ala Asp Ser Phe Pro Gly Ser Ala Pro Tyr Glu Gly Tyr Asn Tyr Gly 

345 350 355 360 

tec ttt gaa aat ggt tec gga tec act gac ggg ttg gtt gaa age gca 1218 

Ser Phe Glu Asn Gly Ser Gly Ser Thr Asp Gly Leu Val Glu Ser Ala 

365 370 375 

ggt tea ggg gac etc tec tac agt tac cag ggg cac gac cag ttc aag 1266 

Gly Ser Gly Asp Leu Ser Tyr Ser Tyr Gin Gly His Asp Gin Phe Lys 

380 385 390 
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egg cgc ctt ccc tct ggc cag atg egg cag ctg tgc att gec atg gac 1314 
Arg Arg Leu Pro Ser Gly Gin Met Arg Gin Leu Cys He Ala Met Asp 

395 400 405 

cgc tec ttt gac gca gtg ggt cct egg cct cga ctg gac tec atg age 1362 
Arg Ser Phe Asp Ala Val Gly Pro Arg Pro Arg Leu Asp Ser Met Ser 

410 415 420 

tec gtg gaa gag gat gac tac gac acg ctg act gac ate gac tea gac 1410 
Ser Val Glu Glu Asp Asp Tyr Asp Thr Leu Thr Asp He Asp Ser Asp 

425 430 435 440 

aaa aac gtc att cga ace aag caa tac etc tgt gtg get gat ctg gca 1458 
Lys Asn Val He Arg Thr Lys Gin Tyr Leu Cys Val Ala Asp Leu Ala 

445 450 455 

cga aag gac aaa cgt gtt ttg egg aaa aag tac cag att tac ttc tgg 1506 
Arg Lys Asp Lys Arg Val Leu Arg Lys Lys Tyr Gin He Tyr Phe Trp 

460 465 470 

aac ata gee ace att gcg gtc ttc tac gca ctt cct gtg gtg cag ctg 1554 
Asn He Ala Thr He Ala Val Phe Tyr Ala Leu Pro Val Val Gin Leu 

475 480 485 

gtg ate acc tac cag acg gtg gtg aat gtc aca ggg aac cag gac ate 1602 
Val He Thr Tyr Gin Thr Val Val Asn Val Thr Gly Asn Gin Asp lie 

490 495 500 
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tgc tac tac aac ttc etc tgt gec cac ccg ctg ggc aac etc age gec 1650 
Cys Tyr Tyr Asn Phe Leu Cys Ala His Pro Leu Gly Asn Leu Ser Ala 

505 510 515 520 



ttc aac aac ate etc age aac ttg ggg tac ate ctg ctg ggg ctg etc 1698 
Phe Asn Asn He Leu Ser Asn Leu Gly Tyr He Leu Leu Gly Leu Leu 

525 530 535 



ttc ctg etc ate ate ctg cag cga gag ate aat cat aac egg gee ctg 1746 
Phe Leu Leu He He Leu Gin Arg Glu He Asn His Asn Arg Ala Leu 

540 545 550 



ctg egg aat gac etc tat 
Leu Arg Asn Asp Leu Tyr 

555 

ggt ctg ttt tac gee atg 
Gly Leu Phe Tyr Ala Met 

570 

agt gee tgt tac cac gtc 
Ser Ala Cys Tyr His Val 

585 590 



get ctg gag tgt ggg ate 
Ala Leu Glu Cys Gly He 

560 

ggc aca gca ctg atg atg 
Gly Thr Ala Leu Met Met 

575 580 

tgc ccc aac tac ace aac 
Cys Pro Asn Tyr Thr Asn 

595 



ccc aaa cac ttt 1794 
Pro Lys His Phe 

565 

gag ggg eta ctt 1842 
Glu Gly Leu Leu 

ttc cag ttt gat 1890 
Phe Gin Phe Asp 

600 



ace tec ttc atg tac atg att get ggc etc tgc atg ctg aag etc tac 1938 
Thr Ser Phe Met Tyr Met He Ala Gly Leu Cys Met Leu Lys Leu Tyr 

605 610 615 



cag aag egg cac cca gat ate aac gee agt gec tac agt gca tat gec 1986 
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Gin Lys Arg His Pro Asp He Asn Ala Ser Ala Tyr Ser Ala Tyr Ala 

620 625 630 

tgc ttg gcc ate gtc ate ttc ttc tec gtt ctg ggc gtg gtg ttt ggc 2034 
Cys Leu Ala He Val He Phe Phe Ser Val Leu Gly Val Val Phe Gly 

635 640 645 

aaa ggg aac acg gcc ttc tgg att gtc ttc tec gtc att cac ate ate 2082 
Lys Gly Asn Thr Ala Phe Trp lie Val Phe Ser Val lie His lie lie 

650 655 660 

tec ace ctg etc etc age act cag etc tat tac atg ggc cgc tgg aag 2130 
Ser Thr Leu Leu Leu Ser Thr Gin Leu Tyr Tyr Met Gly Arg Trp Lys 

665 670 675 680 

ctg gac ttc ggg ate ttc cgc cgc ate etc cat gtg etc tac aca gac 2178 
Leu Asp Phe Gly He Phe Arg Arg He Leu His Val Leu Tyr Thr Asp 

685 690 695 

tgc ate egg cag tgc age ggg ccc ctt tac acg gac cgc atg gtg ctt 2226 
Cys He Arg Gin Cys Ser Gly Pro Leu Tyr Thr Asp Arg Met Val Leu 

700 705 710 

ctg gtc atg ggc aac att ate aac tgg teg ctg get gca tac gga etc 2274 
Leu Val Met Gly Asn He He Asn Trp Ser Leu Ala Ala Tyr Gly Leu 

715 720 725 

ate atg cgc ccc aat gac ttt get tec tac ttg ctg gca att ggc ate 2322 
He Met Arg Pro Asn Asp Phe Ala Ser Tyr Leu Leu Ala He Gly He 
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730 



735 



740 



tgc aac ctg ctg ctt tat ttc gcc ttc tac ate ate atg aag etc egg 2370 
Cys Asn Leu Leu Leu Tyr Phe Ala Phe Tyr lie He Met Lys Leu Arg 

745 750 755 760 



age ggc gag agg ate aag etc ate cct ctg ctt tgc ate gtc tgc acc 
Ser Gly Glu Arg He Lys Leu He Pro Leu Leu Cys He Val Cys Thr 

765 770 775 



2418 



tec gtg gtc tgg ggc ttc gcg etc ttc ttc ttc ttc cag gga ctg age 
Ser Val Val Trp Gly Phe Ala Leu Phe Phe Phe Phe Gin Gly Leu Ser 

780 785 790 



2466 



acg tgg cag aaa acc ccc gca gag tec agg gag cac aac cgc gac tgc 2514 
Thr Trp Gin Lys Thr Pro Ala Glu Ser Arg Glu His Asn Arg Asp Cys 

795 800 805 



ate etc etc gac ttc ttt gat gac cac gat ate tgg cac ttc ctg tec 2562 
He Leu Leu Asp Phe Phe Asp Asp His Asp He Trp His Phe Leu Ser 

810 815 820 



tec att gcc atg ttt ggg tec ttc ctg gtt ttg ctg acg ttg gat gac 2610 
Ser He Ala Met Phe Gly Ser Phe Leu Val Leu Leu Thr Leu Asp Asp 

825 830 835 840 



gac ttg gac aca gta cag egg gac aag ate tat gtc ttc tagcagcatc 2659 
Asp Leu Asp Thr Val Gin Arg Asp Lys He Tyr Val Phe 

845 850 
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tgtggtccag gcttcacctc acgggcctag cgcctgcctc tgcatcacct gccagttgcc 2719 



acaagaacac cacgggtgtg agtcccagct ctgctgccca gcattggatg tcgtggcaag 2779 



acagcgagat tccagcccag gcctgactca ggacagttcc tggtggcact gagccttgga 2839 



gttgcctctg cggaggagga ggcctgctcc gcattcccca gacactggcc aaattgctgc 2899 



tttcttctca gtgttgggtc ctccccagga ccctagtctg tccatctgtc ttgtttatcc 2959 



actggctctc catttgtccc tttggagagg aaggtgggaa ggcaatgtcc tgtcccattt 3019 



catgccttgc attctgccca tcccttccct cctctcagct taggacacac agccctttct 3079 



tcttcccatg ctctgtccag gaccacagtc tggtgcctga ttctttgtcc atcaccagga 3139 



cctaagctct ccctgggtct gtagctggct gctatcactg cccactctga cctgccagga 3199 



cagatgcagg taggagactt tgggggctgg ccagctggtg ccaggctttc ggtgctaagg 3259 



cctggaaggg gcctaggtac gaccctcctc cctgacctgt gcttggagct ggctcttcag 3319 



cagtgagggc cagcccaagt tgagtcttct gatcggggac tgaattcaga ggccacctca 3379 



tcccaccagc cactagaatg atgccagcac tagggttggt gggaagtggc aactcactgt 3439 



ccccttccac accctcagtc ctgccaagcc ccagatgggg gcctctcagt gccattgaca 3499 
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ctgcccaaga atgtctagag gccacggaac ggtgccaagc acacagtccc ttttgcctct 3559 



ttcacgggag caggagtccc agtgcctgtc gtggaaaggg aggaacatgc caggtccctg 3619 



tgtgtccttg gccctgtctc accaaaggac tcagggctgg tttctgagtt tccgtccagt 3679 



atttagccaa gttctgtgtt agtcacgtag gcctaagagc cttggcgttt acagagtcac 3739 



ccagctctgg cccctggcca ttctggtcct tggcgtttac agagtcaccc agctccaggc 3799 



ccctggccac tttggtactt ggttgccctt cacttcacca ggtccattcc agatgccaag 3859 



agtgggcccc aggaatgtgt ttccttctct ccaccatgtt tttatagctc ttgggctggg 3919 



agaagaggcg ggtctgggtc tttgtttctg agctttgttc tatgttcctc catgctacgg 3979 



ttgcaattgt tttctatgaa cgagtacatt caataaagac aaccagacct gg 4031 



<210> 164 
<211> 853 
<212> PRT 

<213> Homo sapiens 

<400> 164 

Met He Ala Trp Arg Leu Pro Leu Cys Val Leu Leu Val Ala Ser Val 

15 10 15 

Glu Ser His Leu Gly Ala Leu Gly Pro Lys Asn Val Ser Gin Lys Asp 
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20 



25 



30 



Ala Glu Phe Glu Arg Thr Tyr Ala Asp Asp Val Asn Ser Glu Leu Val 

35 40 45 

Asn He Tyr Thr Phe Asn His Thr Val Thr Arg Asn Arg Thr Glu G 1 y 

50 55 60 

Val Arg Val Ser Val Asn Val Leu Asn Lys Gin Lys Gly Ala Pro Leu 

65 70 75 80 

Leu Phe Val Val Arg Gin Lys Glu Ala Val Val Ser Phe Gin Val Pro 

85 90 95 

Leu lie Leu Arg Gly Leu Tyr Gin Arg Lys Tyr Leu Tyr Gin Lys Val 

100 105 110 

Glu Arg Thr Leu Cys Gin Pro Pro Thr Lys Asn Glu Ser Glu He Gin 

115 120 125 

Phe Phe Tyr Val Asp Val Ser Thr Leu Ser Pro Val Asn Thr Thr Tyr 

130 135 140 

Gin Leu Arg Val Asn Arg Val Asp Asn Phe Val Leu Arg Thr Gly Glu 

145 150 155 160 



Leu Phe Thr Phe Asn Thr Thr Ala Ala Gin Pro Gin Tyr Phe Lys Tyr 

165 170 175 



7 0 9 



&!iE£5? 2001-31 16645 



#2001-254018 



Glu Phe Pro Asp G 1 y Val Asp Ser Val lie Val Lys Val Thr Ser Lys 

180 185 190 

Lys Ala Phe Pro Cys Ser Val lie Ser lie Gin Asp Val Leu Cys Pro 

195 200 205 

Val Tyr Asp Leu Asp Asn Ser Val Ala Phe He Gly Met Tyr Gin Thr 

210 215 220 

Met Thr Lys Lys Ala Ala He Thr Val Gin Arg Lys Asp Phe Pro Ser 

225 230 235 240 

Asn Ser Phe Tyr Val Val Val Val Val Lys Thr Glu Asp Gin Ala Cys 

245 250 255 

Gly Gly Ser Leu Pro Phe Tyr Pro Phe Val Glu Asp Glu Pro Val Asp 

260 265 270 

Gin Gly His Arg Gin Lys Thr Leu Ser Val Leu Val Ser Gin Ala Val 

275 280 285 

Thr Ser Glu Ala Tyr Val Gly Gly Met Leu Phe Cys Leu Gly He Phe 

290 295 300 

Leu Ser Phe Tyr Leu Leu Thr Val Leu Leu Ala Cys Trp Glu Asn Trp 

305 310 315 320 



Arg Gin Arg Lys Lys Thr Leu Leu Val Ala He Asp Arg Ala Cys Pro 

325 330 335 
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Glu Ser Gly His Ala Arg Val Leu Ala Asp Ser Phe Pro Gly Ser Ala 

340 345 350 

Pro Tyr Glu Gly Tyr Asn Tyr Gly Ser Phe Glu Asn Gly Ser Gly Ser 

355 360 365 

Thr Asp Gly Leu Val Glu Ser Ala Gly Ser Gly Asp Leu Ser Tyr Ser 

370 375 380 

Tyr Gin Gly His Asp Gin Phe Lys Arg Arg Leu Pro Ser Gly Gin Met 

385 390 395 400 

Arg Gin Leu Cys He Ala Met Asp Arg Ser Phe Asp Ala Val Gly Pro 

405 410 415 

Arg Pro Arg Leu Asp Ser Met Ser Ser Val Glu Glu Asp Asp Tyr Asp 

420 425 430 

Thr Leu Thr Asp He Asp Ser Asp Lys Asn Val He Arg Thr Lys Gin 

435 440 445 

Tyr Leu Cys Val Ala Asp Leu Ala Arg Lys Asp Lys Arg Val Leu Arg 

450 455 460 

Lys Lys Tyr Gin He Tyr Phe Trp Asn He Ala Thr He Ala Val Phe 

465 470 475 480 



Tyr Ala Leu Pro Val Val Gin Leu Val lie Thr Tyr Gin Thr Val Val 
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485 



490 



495 



Asn Val Thr Gly Asn Gin Asp He Cys Tyr Tyr Asn Phe Leu Cys Ala 

500 505 510 

His Pro Leu Gly Asn Leu Ser Ala Phe Asn Asn lie Leu Ser Asn Leu 

515 520 525 

Gly Tyr lie Leu Leu Gly Leu Leu Phe Leu Leu He lie Leu Gin Arg 

530 535 540 

Glu lie Asn His Asn Arg Ala Leu Leu Arg Asn Asp Leu Tyr Ala Leu 

545 550 555 560 

Glu Cys Gly He Pro Lys His Phe Gly Leu Phe Tyr Ala Met Gly Thr 

565 570 575 

Ala Leu Met Met Glu Gly Leu Leu Ser Ala Cys Tyr His Val Cys Pro 

580 585 590 

Asn Tyr Thr Asn Phe Gin Phe Asp Thr Ser Phe Met Tyr Met lie Ala 

595 600 605 

Gly Leu Cys Met Leu Lys Leu Tyr Gin Lys Arg His Pro Asp He Asn 

610 615 620 



Ala Ser Ala Tyr Ser Ala Tyr Ala Cys Leu Ala lie Val He Phe Phe 

625 630 635 640 
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Ser Val Leu Gly Val Val Phe Gly Lys Gly Asn Thr Ala Phe Trp lie 

645 650 655 

Val Phe Ser Val He His He lie Ser Thr Leu Leu Leu Ser Thr Gin 

660 665 670 

Leu Tyr Tyr Met Gly Arg Trp Lys Leu Asp Phe Gly lie Phe Arg Arg 

675 680 685 

He Leu His Val Leu Tyr Thr Asp Cys He Arg Gin Cys Ser Gly Pro 

690 695 700 

Leu Tyr Thr Asp Arg Met Val Leu Leu Val Met Gly Asn He He Asn 

705 710 715 720 

Trp Ser Leu Ala Ala Tyr Gly Leu He Met Arg Pro Asn Asp Phe Ala 

725 730 735 

Ser Tyr Leu Leu Ala He Gly He Cys Asn Leu Leu Leu Tyr Phe Ala 

740 745 750 

Phe Tyr He He Met Lys Leu Arg Ser Gly Glu Arg He Lys Leu He 

755 760 765 

Pro Leu Leu Cys He Val Cys Thr Ser Val Val Trp Gly Phe Ala Leu 

770 775 780 



Phe Phe Phe Phe Gin Gly Leu Ser Thr Trp Gin Lys Thr Pro Ala Glu 

785 790 795 800 
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Ser Arg Glu His Asn Arg Asp Cys 

805 

His Asp lie Trp His Phe Leu Ser 

820 

Leu Val Leu Leu Thr Leu Asp Asp 

835 840 

Lys lie Tyr Val Phe 

850 



He Leu Leu Asp Phe Phe Asp Asp 

810 815 

Ser He Ala Met Phe Gly Ser Phe 

825 830 

Asp Leu Asp Thr Val Gin Arg Asp 

845 



<210> 165 
<211> 3138 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (84).. (2648) 

<400> 165 

gccgcaaccc gtcccggagg tgtcctgtct cctgtcgccg ccgccgccgc caccaccgct 60 

gccactgccg ccctgccggg gcc atg ttc get ctg ggc ttg ccc ttc ttg gtg 113 

Met Phe Ala Leu Gly Leu Pro Phe Leu Val 
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etc ttg gtg gec teg gtc gag age cat ctg ggg gtt ctg ggg ccc aag 161 

Leu Leu Val Ala Ser Val Glu Ser His Leu Gly Val Leu Gly Pro Lys 

15 20 25 

aac gtc teg cag aaa gac gee gag ttt gag cgc ace tac gtg gac gag 209 

Asn Val Ser Gin Lys Asp Ala Glu Phe Glu Arg Thr Tyr Val Asp Glu 

30 35 40 

gtc aac age gag ctg gtc aac ate tac ace ttc aac cat act gtg ace 257 

Val Asn Ser Glu Leu Val Asn He Tyr Thr Phe Asn His Thr Val Thr 

45 50 55 

cgc aac agg aca gag ggc gtg cgt gtg tct gtg aac gtc ctg aac aag 305 

Arg Asn Arg Thr Glu Gly Val Arg Val Ser Val Asn Val Leu Asn Lys 

60 65 70 

cag aag ggg gcg ccg ttg ctg ttt gtg gtc cgc cag aag gag get gtg 353 

Gin Lys Gly Ala Pro Leu Leu Phe Val Val Arg Gin Lys Glu Ala Val 

75 80 85 90 

gtg tec ttc cag gtg ccc eta ate ctg cga ggg atg ttt cag cgc aag 401 

Val Ser Phe Gin Val Pro Leu He Leu Arg Gly Met Phe Gin Arg Lys 

95 100 105 

tac etc tac caa aaa gtg gaa cga ace ctg tgt cag ccc ccc ace aag 449 

Tyr Leu Tyr Gin Lys Val Glu Arg Thr Leu Cys Gin Pro Pro Thr Lys 

110 115 120 
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aat gag teg gag att cag ttc ttc tac gtg gat gtg tec acc ctg tea 497 

Asn Glu Ser Glu lie Gin Phe Phe Tyr Val Asp Val Ser Thr Leu Ser 

125 130 135 

cca gtc aac acc aca tac cag etc egg gtc age cgc atg gac gat ttt 545 

Pro Val Asn Thr Thr Tyr Gin Leu Arg Val Ser Arg Met Asp Asp Phe 

140 145 150 

gtg etc agg act ggg gag cag ttc age ttc aat acc aca gca gca cag 593 

Val Leu Arg Thr Gly Glu Gin Phe Ser Phe Asn Thr Thr Ala Ala Gin 

155 160 165 170 

ccc cag tac ttc aag tat gag ttc cct gaa ggc gtg gac teg gta att 641 

Pro Gin Tyr Phe Lys Tyr Glu Phe Pro Glu Gly Val Asp Ser Val He 

175 180 185 

gtc aag gtg acc tec aac aag gee ttc ccc tgc tea gtc ate tec att 689 

Val Lys Val Thr Ser Asn Lys Ala Phe Pro Cys Ser Val He Ser He 

190 195 200 

cag gat gtg ctg tgt cct gtc tat gac ctg gac aac aac gta gec ttc 737 

Gin Asp Val Leu Cys Pro Val Tyr Asp Leu Asp Asn Asn Val Ala Phe 

205 210 215 

ate ggc atg tac cag acg atg acc aag aag gcg gee ate acc gta cag 785 

He Gly Met Tyr Gin Thr Met Thr Lys Lys Ala Ala He Thr Val Gin 

220 225 230 
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cgc aaa gac ttc ccc age aac age ttt tat gtg gtg gtg gtg gtg aag 833 
Arg Lys Asp Phe Pro Ser Asn Ser Phe Tyr Val Val Val Val Val Lys 

235 240 245 250 

ace gaa gac caa gec tgc ggg ggc tec ctg cct ttc tac ccc ttc gca 881 
Thr Glu Asp Gin Ala Cys Gly Gly Ser Leu Pro Phe Tyr Pro Phe Ala 

255 260 265 

gaa gat gaa ccg gtc gat caa ggg cac cgc cag aaa acc ctg tea gtg 929 
^ Glu Asp Glu Pro Val Asp Gin Gly His Arg Gin Lys Thr Leu Ser Val 

270 275 280 

ctg gtg tct caa gca gtc acg tct gag gca tac gtc agt ggg atg etc 977 
Leu Val Ser Gin Ala Val Thr Ser Glu Ala Tyr Val Ser Gly Met Leu 

285 290 295 

ttt tgc ctg ggt ata ttt etc tec ttt tac ctg ctg acc gtc etc ctg 1025 
Phe Cys Leu Gly He Phe Leu Ser Phe Tyr Leu Leu Thr Val Leu Leu 
^ 300 305 310 

gee tgc tgg gag aac tgg agg cag aag aag aag acc ctg ctg gtg gee 1073 
Ala Cys Trp Glu Asn Trp Arg Gin Lys Lys Lys Thr Leu Leu Val Ala 

315 320 325 330 

att gac cga gee tgc cca gaa age ggt cac cct cga gtc ctg get gat 1121 
lie Asp Arg Ala Cys Pro Glu Ser Gly His Pro Arg Val Leu Ala Asp 

335 340 345 

tct ttt cct ggc agt tec cct tat gag ggt tac aac tat ggc tec ttt 1169 
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Ser Phe Pro Gly Ser Ser Pro Tyr Glu Gly Tyr Asn Tyr Gly Ser Phe 

350 355 360 

gag aat gtt tct gga tct acc gat ggt ctg gtt gac age get ggc act 1217 
Glu Asn Val Ser Gly Ser Thr Asp Gly Leu Val Asp Ser Ala Gly Thr 

365 370 375 



ggg gac etc tct tac ggt tac cag ggg cac gac cag ttc aag egg cgc 
Gly Asp Leu Ser Tyr Gly Tyr Gin Gly His Asp Gin Phe Lys Arg Arg 

380 385 390 



1265 



etc ccc tct ggc cag atg egg cag ctg tgc att gee atg ggc cgc tec 1313 
Leu Pro Ser Gly Gin Met Arg Gin Leu Cys He Ala Met Gly Arg Ser 

395 400 405 410 



ttt gaa cct gta ggt act egg ccc cga gtg gac tec atg age tct gtg 1361 

Phe Glu Pro Val Gly Thr Arg Pro Arg Val Asp Ser Met Ser Ser Val 

415 420 425 

gag gag gat gac tac gac aca ttg acc gac ate gat tec gac aag aat 1409 

Glu Glu Asp Asp Tyr Asp Thr Leu Thr Asp He Asp Ser Asp Lys Asn 

430 435 440 



gtc att cgc acc aag caa tac etc tat gtg get gac ctg gca egg aag 1457 
Val He Arg Thr Lys Gin Tyr Leu Tyr Val Ala Asp Leu Ala Arg Lys 

445 450 455 



gac aag cgt gtt ctg egg aaa aag tac cag ate tac ttc tgg aac att lo05 
Asp Lys Arg Val Leu Arg Lys Lys Tyr Gin lie Tyr Phe Trp Asn He 
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460 



465 



470 



gcc acc att get gtc ttc tat gec ctt cct gtg gtg cag ctg gtg ate 1553 
Ala Thr He Ala Val Phe Tyr Ala Leu Pro Val Val Gin Leu Val He 

475 480 485 490 



acc tac cag acg gtg gtg aat gtc aca ggg aat cag gac ate tgc tac 1601 

Thr Tyr Gin Thr Val Val Asn Val Thr Gly Asn Gin Asp He Cys Tyr 

495 500 505 

tac aac ttc etc tgc gcc cac cca ctg ggc aat etc age gcc ttc aac 1649 

Tyr Asn Phe Leu Cys Ala His Pro Leu Gly Asn Leu Ser Ala Phe Asn 

510 515 520 



aac ate etc age aac ctg ggg tac ate ctg ctg ggg ctg ctt ttc ctg 1697 
Asn He Leu Ser Asn Leu Gly Tyr He Leu Leu Gly Leu Leu Phe Leu 

525 530 535 



etc ate ate ctg caa egg gag ate aac cac aac egg gcc ctg ctg cgc 1745 
Leu He He Leu Gin Arg Glu He Asn His Asn Arg Ala Leu Leu Arg 

540 545 550 



aat gac etc tgt gcc ctg gaa tgt ggg ate ccc aaa cac ttt ggg ctt 1793 
Asn Asp Leu Cys Ala Leu Glu Cys Gly He Pro Lys His Phe Gly Leu 

555 560 565 570 



ttc tac gcc atg ggc aca gcc ctg atg atg gag ggg ctg etc agt get 1841 
Phe Tyr Ala Met Gly Thr Ala Leu Met Met Glu Gly Leu Leu Ser Ala 

575 580 585 
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tgc tat cat gtg tgc ccc aac tat acc aat ttc cag ttt gac aca teg 1889 
Cys Tyr His Val Cys Pro Asn Tyr Thr Asn Phe Gin Phe Asp Thr Ser 

590 595 600 



ttc atg tac atg ate gec gga etc tgc atg ctg aag etc tac cag aag 1937 

Phe Met Tyr Met lie Ala Gly Leu Cys Met Leu Lys Leu Tyr Gin Lys 

605 610 615 

egg cac ccg gac ate aac gee age gee tac agt gee tac gee tgc ctg 1985 

Arg His Pro Asp lie Asn Ala Ser Ala Tyr Ser Ala Tyr Ala Cys Leu 

620 625 630 



gee att gtc ate ttc ttc tct gtg ctg ggc gtg gtc ttt ggc aaa ggg 2033 
Ala He Val He Phe Phe Ser Val Leu Gly Val Val Phe Gly Lys Gly 

635 640 645 650 



aac acg gcg ttc tgg ate gtc ttc tec ate att cac ate ate gec acc 2081 
Asn Thr Ala Phe Trp lie Val Phe Ser He lie His He He Ala Thr 

655 660 665 



ctg etc etc age acg cag etc tat tac atg ggc egg tgg aaa ctg gac 2129 
Leu Leu Leu Ser Thr Gin Leu Tyr Tyr Met Gly Arg Trp Lys Leu Asp 

670 675 680 



teg ggg ate ttc cgc cgc ate etc cac gtg etc tac aca gac tgc ate 2177 
Ser Gly He Phe Arg Arg He Leu His Val Leu Tyr Thr Asp Cys He 

685 690 695 
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egg cag tgc age ggg ccg etc tac gtg gac cgc atg gtg ctg ctg gtc 
Arg Gin Cys Ser Gly Pro Leu Tyr Val Asp Arg Met Val Leu Leu Val 

700 705 710 



2225 



atg ggc aac gtc ate aac tgg teg ctg get gee tat ggg ctt ate atg 2273 
Met Gly Asn Val He Asn Trp Ser Leu Ala Ala Tyr Gly Leu He Met 

715 720 725 730 



cgc ccc aat gat ttc get tec tac ttg ttg gee att ggc ate tgc aac 
Arg Pro Asn Asp Phe Ala Ser Tyr Leu Leu Ala He Gly He Cys Asn 

735 740 745 



2321 



ctg etc ctt tac ttc gee ttc tac ate ate atg aag etc egg agt ggg 2369 
Leu Leu Leu Tyr Phe Ala Phe Tyr He He Met Lys Leu Arg Ser Gly 

750 755 760 



gag agg ate aag etc ate ccc ctg etc tgc ate gtt tgc acc tec gtg 2417 

Glu Arg He Lys Leu He Pro Leu Leu Cys He Val Cys Thr Ser Val 

765 770 775 

gtc tgg ggc ttc gcg etc ttc ttc ttc ttc cag gga etc age acc tgg 2465 

Val Trp Gly Phe Ala Leu Phe Phe Phe Phe Gin Gly Leu Ser Thr Trp 

780 785 790 



cag aaa acc cct gca gag teg agg gag cac aac egg gac tgc ate etc 2513 
Gin Lys Thr Pro Ala Glu Ser Arg Glu His Asn Arg Asp Cys He Leu 

795 800 805 810 



etc gac ttc ttt gac gac cac gac ate tgg cac ttc etc tec tec ate 2o61 
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Leu Asp Phe Phe Asp Asp His Asp lie Trp His Phe Leu Ser Ser He 

815 820 825 

gcc atg ttc ggg tec ttc ctg gta age ggg cct ccc ggc cga gec ggg 2609 
Ala Met Phe Gly Ser Phe Leu Val Ser Gly Pro Pro Gly Arg Ala Gly 

830 835 840 

tgg gta cgt gaa ggt age age tgc etc ctt ccc tgt ggc tgatctggcg 2658 
Trp Val Arg Glu Gly Ser Ser Cys Leu Leu Pro Cys Gly 

845 850 855 

tccacacccc aggtgttgct gacactggat gacgacctgg atacttagaa aggggcttca 2718 
ggaagggatg tgctgtttcc ctctacgtgc ccagtcctag cctcgctcta ggacccaggg 2778 
ctggcttcta agtttccgtc cagtcttcag gcaagttctg tgttagtcat gcacacacat 2838 
acctatgaaa ccttggagtt tacaaagaat tgccccagct ctgggcaccc tggccaccct 2898 
ggtccttgga tccccttcgt cccacctggt ccaccccaga tgctgaggat gggggagctc 2958 
aggeggggee tetgetttgg ggatgggaat gtgtttttct cccaaacttg tttttatagc 3018 
tetgettgaa gggctgggzg atgaggtggg tctggatctt ttctcagagc gtctccatgc 3078 
tatggttgca tttccgtttt ctatgaatga atttgeatte aataaacaac cagactcagt 3138 



<210> 166 
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<211> 855 
<212> PRT 

<213> Homo sapiens 

<400> 166 

Met Phe Ala Leu Gly Leu Pro Phe Leu Val Leu Leu Val Ala Ser Val 

15 10 15 

Glu Ser His Leu Gly Val Leu Gly Pro Lys Asn Val Ser Gin Lys Asp 

20 25 30 

Ala Glu Phe Glu Arg Thr Tyr Val Asp Glu Val Asn Ser Glu Leu Val 

35 40 45 

Asn He Tyr Thr Phe Asn His Thr Val Thr Arg Asn Arg Thr Glu Gly 

50 55 60 

Val Arg Val Ser Val Asn Val Leu Asn Lys Gin Lys Gly Ala Pro Leu 

65 70 75 80 

Leu Phe Val Val Arg Gin Lys Glu Ala Val Val Ser Phe Gin Val Pro 

85 90 95 

Leu He Leu Arg Gly Met Phe Gin Arg Lys Tyr Leu Tyr Gin Lys Val 

100 105 110 

Glu Arg Thr Leu Cys Gin Pro Pro Thr Lys Asn Glu Ser Glu He Gin 

115 120 125 
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Phe Phe Tyr Val Asp Val Ser Thr Leu Ser Pro Val Asn Thr Thr Tyr 

130 135 140 

Gin Leu Arg Val Ser Arg Met Asp Asp Phe Val Leu Arg Thr Gly Glu 

145 150 155 160 

Gin Phe Ser Phe Asn Thr Thr Ala Ala Gin Pro Gin Tyr Phe Lys Tyr 

165 170 175 

Glu Phe Pro Glu Gly Val Asp Ser Val lie Val Lys Val Thr Ser Asn 

180 185 190 

Lys Ala Phe Pro Cys Ser Val He Ser He Gin Asp Val Leu Cys Pro 

195 200 205 

Val Tyr Asp Leu Asp Asn Asn Val Ala Phe He Gly Met Tyr Gin Thr 

210 215 220 

Met Thr Lys Lys Ala Ala He Thr Val Gin Arg Lys Asp Phe Pro Ser 

225 230 235 240 

Asn Ser Phe Tyr Val Val Val Val Val Lys Thr Glu Asp Gin Ala Cys 

245 250 255 

Gly Gly Ser Leu Pro Phe Tyr Pro Phe Ala Glu Asp Glu Pro Val Asp 

260 265 270 



Gin Gly His Arg Gin Lys Thr Leu Ser Val Leu Val Ser Gin Ala Val 

275 280 285 
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Thr Ser Glu Ala Tyr Val Ser Gly Met Leu Phe Cys Leu Gly He Phe 

290 295 300 

Leu Ser Phe Tyr Leu Leu Thr Val Leu Leu Ala Cys Trp Glu Asn Trp 

305 310 315 320 

Arg Gin Lys Lys Lys Thr Leu Leu Val Ala He Asp Arg Ala Cys Pro 

325 330 335 

Glu Ser Gly His Pro Arg Val Leu Ala Asp Ser Phe Pro Gly Ser Ser 

340 345 350 

Pro Tyr Glu Gly Tyr Asn Tyr Gly Ser Phe Glu Asn Val Ser Gly Ser 

355 360 365 

Thr Asp Gly Leu Val Asp Ser Ala Gly Thr Gly Asp Leu Ser Tyr Gly 

370 375 380 

Tyr Gin Gly His Asp Gin Phe Lys Arg Arg Leu Pro Ser Gly Gin Met 

385 390 395 400 

Arg Gin Leu Cys He Ala Met Gly Arg Ser Phe Glu Pro Val Gly Thr 

405 410 415 

Arg Pro Arg Val Asp Ser Met Ser Ser Val Glu Glu Asp Asp Tyr Asp 

420 425 430 



Thr Leu Thr Asp He Asp Ser Asp Lys Asn Val He Arg Thr Lys Gin 
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435 



440 



445 



Tyr Leu Tyr Val Ala Asp Leu Ala Arg Lys Asp Lys Arg Val Leu Arg 

450 455 460 

Lys Lys Tyr Gin He Tyr Phe Trp Asn He Ala Thr He Ala Val Phe 

465 470 475 480 

Tyr Ala Leu Pro Val Val Gin Leu Val He Thr Tyr Gin Thr Val Val 

485 490 495 

Asn Val Thr Gly Asn Gin Asp lie Cys Tyr Tyr Asn Phe Leu Cys Ala 

500 505 510 

His Pro Leu Gly Asn Leu Ser Ala Phe Asn Asn He Leu Ser Asn Leu 

515 520 525 

Gly Tyr He Leu Leu Gly Leu Leu Phe Leu Leu He He Leu Gin Arg 

530 535 540 

Glu lie Asn His Asn Arg Ala Leu Leu Arg Asn Asp Leu Cys Ala Leu 

545 550 555 560 

Glu Cys Gly He Pro Lys His Phe Gly Leu Phe Tyr Ala Met Gly Thr 

565 570 575 



Ala Leu Met Met Glu Gly Leu Leu Ser Ala Cys Tyr His Val Cys Pro 

580 585 590 
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Asn Tyr Thr Asn Phe Gin Phe Asp Thr Ser Phe Met Tyr Met He Ala 

595 600 605 

Gly Leu Cys Met Leu Lys Leu Tyr Gin Lys Arg His Pro Asp He Asn 

610 615 620 

Ala Ser Ala Tyr Ser Ala Tyr Ala Cys Leu Ala He Val lie Phe Phe 

625 630 635 640 

Ser Val Leu Gly Val Val Phe Gly Lys Gly Asn Thr Ala Phe Trp lie 

645 650 655 

Val Phe Ser He He His He He Ala Thr Leu Leu Leu Ser Thr Gin 

660 665 670 

Leu Tyr Tyr Met Gly Arg Trp Lys Leu Asp Ser Gly He Phe Arg Arg 

675 680 685 

He Leu His Val Leu Tyr Thr Asp Cys He Arg Gin Cys Ser Gly Pro 

690 695 700 

Leu Tyr Val Asp Arg Met Val Leu Leu Val Met Gly Asn Val He Asn 

705 710 715 720 

Trp Ser Leu Ala Ala Tyr Gly Leu lie Met Arg Pro Asn Asp Phe Ala 

725 730 735 



Ser Tyr Leu Leu Ala He Gly He Cys Asn Leu Leu Leu Tyr Phe Ala 

740 745 750 
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Phe Tyr He He Met Lys Leu Arg Ser Gly Glu Arg He Lys Leu He 

755 760 765 

Pro Leu Leu Cys He Val Cys Thr Ser Val Val Trp Gly Phe Ala Leu 

770 775 780 

Phe Phe Phe Phe Gin Gly Leu Ser Thr Trp Gin Lys Thr Pro Ala Glu 

785 790 795 800 

Ser Arg Glu His Asn Arg Asp Cys He Leu Leu Asp Phe Phe Asp Asp 

805 810 815 

His Asp He Trp His Phe Leu Ser Ser He Ala Met Phe Gly Ser Phe 

820 825 830 

Leu Val Ser Gly Pro Pro Gly Arg Ala Gly Trp Val Arg Glu Gly Ser 

835 840 845 



Ser Cys Leu Leu Pro Cys Gly 

850 855 



<210> 167 

<211> 2815 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (56).. (571) 



<400> 167 

gcgaagcgcg cctgcgaccc ggcgtccggg cgcgctggag aggacgcgag gagcc atg 58 

Met 

1 

agg cgc cag cct gcg aag gtg gcg gcg ctg ctg etc ggg ctg etc ttg 106 
Arg Arg Gin Pro Ala Lys Val Ala Ala Leu Leu Leu G 1 y Leu Leu Leu 

5 10 15 



gag tgc aca gaa gee aaa aag cat tgc tgg tat ttc gaa gga etc tat 154 
Glu Cys Thr Glu Ala Lys Lys His Cys Trp Tyr Phe Glu Gly Leu Tyr 

20 25 30 



cca acc tat tat ata tgc cgc tec tac gag gac tgc tgt ggc tec agg 202 
Pro Thr Tyr Tyr lie Cys Arg Ser Tyr Glu Asp Cys Cys Gly Ser Arg 

35 40 45 



tgc tgt gtg egg gee etc tec ata cag agg ctg tgg tac ttc tgg ttc 250 
Cys Cys Val Arg Ala Leu Ser He Gin Arg Leu Trp Tyr Phe Trp Phe 

50 55 60 65 



ctt ctg atg atg ggc gtg ctt ttc tgc tgc gga gee ggc ttc ttc ate 298 
Leu Leu Met Met Gly Val Leu Phe Cys Cys Gly Ala Gly Phe Phe He 

70 75 80 
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egg agg cgc atg tac ccc ccg ccg ctg ate gag gag cca gec ttc aat 346 
Arg Arg Arg Met Tyr Pro Pro Pro Leu He Glu Glu Pro Ala Phe Asn 

85 90 95 

gtg tec tac acc agg cag ccc cca aat ccc ggc cca gga gec cag cag 394 
Val Ser Tyr Thr Arg Gin Pro Pro Asn Pro Gly Pro Gly Ala Gin Gin 

100 105 110 

ccg ggg ccg ccc tat tac acc gac cca gga gga ccg ggg atg aac cct 442 
Pro Gly Pro Pro Tyr Tyr Thr Asp Pro Gly Gly Pro Gly Met Asn Pro 

115 120 125 

gtc ggg aat tec atg gca atg get ttc cag gtc cca ccc aac tea ccc 490 
Val Gly Asn Ser Met Ala Met Ala Phe Gin Val Pro Pro Asn Ser Pro 

130 135 140 145 

cag ggg agt gtg gec tgc ccg ccc cct cca gee tac tgc aac acg cct 538 
Gin Gly Ser Val Ala Cys Pro Pro Pro Pro Ala Tyr Cys Asn Thr Pro 

150 155 160 

ccg ccc ccg tac gaa cag gta gtg aag gee aag tagtggggtg cccacgtgca 591 
Pro Pro Pro Tyr Glu Gin Val Val Lys Ala Lys 

165 170 

agaggaggga caggagaggg cctttccctg gectttctgt ettegttgat gttcacttcc 651 
aggaaeggtc tcgtgggctg ctaagggcag ttcctctgat atcctcacag caagcacagc 711 
tctctttcag gctttccatg gagtacaata tatgaactca cactttgtct cctctgttgc 771 
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ttctgtttct gacgcagtct gtgctctcac atggtagtgt ggtgacagtc cccgagggct 831 



gacgtcctta cggtggcgtg accagatcta cgggagagag actgagagga agaaggcagt 891 



gctggaggtg caggtggcat gtagaggggc caggccgagc atcccaggca agcatccttc 951 



tgcccgggta ttaataggaa gccccatgcc gggcggctca gccgatgaag cagcagccga 1011 



ctgagctgag cccagcaggt catctgctcc agcctgtcct ctcgtcagcc ttcctcttcc 1071 



agaagctgtt ggagagacat tcaggagaga gcaagcccct tgtcatgttt ctgtctctgt 1131 



tcatatccta aagatagact tctcctgcac cgccagggaa gggtagcacg tgcagctctc 1191 



accgcaggat ggggcctaga atcaggcttg ccttggaggc ctgacagtga tctgacatcc 1251 



actaagcaaa tttatttaaa ttcatgggaa atcacttcct gccccaaact gagacattgc 1311 



attttgtgag ctcttggtct gatttggaga aaggactgtt acccattttt ttggtgtgtt 1371 



tatggaagtg catgtagagc gtcctgccct ttgaaatcag actgggtgtg tgtcttccct 1431 



ggacatcact gcctctccag ggcattctca ggcccggggg tctccttccc tcaggcagct 1491 



ccagtggtgg gttctgaagg gtgctttcaa aacggggcac atctggctgg gaagtcacat 1551 



ggactcttcc agggagagag accagctgag gcgtctctct ctgaggttgt gttgggtcta 1611 
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agcgggtgtg tgctgggctc caaggaggag gagcttgctg gggaaagaca ggagaagtac 1671 

tgactcaact gcactgacca tgttgtcata attagaataa agaagaagtg gtcggaaatg 1731 

cacattcctg gataggaatc acagctcacc ccaggatctc acaggtagtc tcctgagtag 1791 

ttgacggcta gcggggagct agttccgccg catagttata gtgttgatgt gtgaacgctg 1851 

acctgtcctg tgtgctaaga gctatgcagc ttagctgagg cgcctagatt actagatgtg 1911 

ctgtatcacg gggaatgagg tgggggtgct tattttttaa tgaactaatc agagcctctt 1971 

gagaaattgt tactcattga actggagcat caagacatct catggaagtg gatacggagt 2031 

gatttggtgt ccatgctttt cactctgagg acatttaatc ggagaacctc ctggggaatt 2091 

ttgtgggaga cacttgggaa caaaacagac accctgggaa tgcagttgca agcacagatg 2151 

ctgccaccag tgtctctgac caccctggtg tgactgctga ctgccagcgt ggtacctccc 2211 

atgctgcagg cctccatcta aatgagacaa caaagcacaa tgttcactgt ttacaaccaa 2271 

gacaactgcg tgggtccaaa cactcctctt cctccaggtc atttgttttg catttttaat 2331 

gtctttattt tttgtaatga aaaagcacac taagctgccc ctggaatcgg gtgcagctga 2391 

ataggcaccc aaaagtccgt gactaaattt cgtttgtctt tttgatagca aattatgtta 2451 

agagacagtg atggctaggg ctcaacaatt ttgtattccc atgtttgtgt gagacagagt 2511 
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ttgttttccc ttgaacttgg ttagaattgt gctactgtga acgctgatcc tgcatatgga 2571 



agttccgctt cggtgacatt tcctggccat tcttgtttcc attgtgtgga tggtgggttg 2631 



tgcccacttc ctggagtgag acagctcctg gtgtgtagaa ttcccggagc gtccgtggtt 2691 



cagagtaaac ttgaagcaga tctgtgcatg cttttcctct gcaacaattg gctcgtttct 2751 



cttttttgtt ctcttttgat aggatcctgt ttcctatgtg tgcaaaataa aaataaattt 2811 



gggc 2815 



<210> 168 
<211> 172 
<212> PRT 

<213> Homo sapiens 

<400> 168 

Met Arg Arg Gin Pro Ala Lys Val Ala Ala Leu Leu Leu Gly Leu Leu 

15 10 15 

Leu Glu Cys Thr Glu Ala Lys Lys His Cys Trp Tyr Phe Glu Gly Leu 

20 25 30 

Tyr Pro Thr Tyr Tyr He Cys Arg Ser Tyr Glu Asp Cys Cys Gly Ser 

35 40 45 
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Arg Cys Cys Val Arg Ala Leu Ser He Gin Arg Leu Trp Tyr Phe Trp 

50 55 60 

Phe Leu Leu Met Met Gly Val Leu Phe Cys Cys Gly Ala Gly Phe Phe 

65 70 75 80 

He Arg Arg Arg Met Tyr Pro Pro Pro Leu He Glu Glu Pro Ala Phe 

85 90 95 

Asn Val Ser Tyr Thr Arg Gin Pro Pro Asn Pro Gly Pro Gly Ala Gin 

100 105 110 

Gin Pro Gly Pro Pro Tyr Tyr Thr Asp Pro Gly Gly Pro Gly Met Asn 

115 120 125 

Pro Val Gly Asn Ser Met Ala Met Ala Phe Gin Val Pro Pro Asn Ser 

130 135 140 

Pro Gin Gly Ser Val Ala Cys Pro Pro Pro Pro Ala Tyr Cys Asn Thr 

145 150 155 160 



Pro Pro Pro Pro Tyr Glu Gin Val Val Lys Ala Lys 

165 170 



<210> 169 
<211> 3337 
<212> DNA 
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<213> Homo sapiens 

<220> 
<221> CDS 

<222> (136).. (1755) 
<400> 169 

tctcgctgcg ggaagggtcc tgggccccgg gcggcggtcg ccaggtctca gggccggggg 60 

tacccgagtc tcgtttcctc tcagtccatc cacccttcat ggggccagag ccctctctcc 120 

agaatctgag cagca atg ccg ttt get gaa gac aag acc tat aag tat ate 171 
Met Pro Phe Ala Glu Asp Lys Thr Tyr Lys Tyr He 

1 5 10 

tgc cgc aat ttc age aat ttt tgc aat gtg gat gtt gta gag att ctg 219 
Cys Arg Asn Phe Ser Asn Phe Cys Asn Val Asp Val Val Glu lie Leu 

15 20 25 

cct tac ctg ccc tgc etc aca gca aga gac cag gat cga ctg egg gee 267 
Pro Tyr Leu Pro Cys Leu Thr Ala Arg Asp Gin Asp Arg Leu Arg Ala 

30 35 40 

acc tgc aca etc tea ggg aac egg gac acc etc tgg cat etc ttc aat 315 
Thr Cys Thr Leu Ser Gly Asn Arg Asp Thr Leu Trp His Leu Phe Asn 

45 50 55 60 

acc ctt cag egg egg ccc ggc tgg gtg gag tac ttc att gcg gca ctg 363 
Thr Leu Gin Arg Arg Pro Gly Trp Val Glu Tyr Phe He Ala Ala Leu 
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65 70 75 

agg ggc tgt gag eta gtt gat etc gcg gac gaa gtg gee tct gtc tac 411 

Arg Gly Cys Glu Leu Val Asp Leu Ala Asp Glu Val Ala Ser Val Tyr 

80 85 90 

cag age tac cag cct egg ace teg gac cgt ccc cca gac cca ctg gag 459 

Gin Ser Tyr Gin Pro Arg Thr Ser Asp Arg Pro Pro Asp Pro Leu Glu 

95 100 105 

cca ccg tea ctt cct get gag agg cca ggg ccc ccc aca cct get gcg 507 

Pro Pro Ser Leu Pro Ala Glu Arg Pro Gly Pro Pro Thr Pro Ala Ala 

110 115 120 

gee cac age ate ccc tac aac age tgc aga gag aag gag cca agt tac 555 

Ala His Ser He Pro Tyr Asn Ser Cys Arg Glu Lys Glu Pro Ser Tyr 

125 130 135 140 

ccc atg cct gtc cag gag ace cag gcg cca gag tec cca gga gag aat 603 

Pro Met Pro Val Gin Glu Thr Gin Ala Pro Glu Ser Pro Gly Glu Asn 

145 150 155 

tea gag caa gee ctg cag acg etc age ccc aga gec ate cca agg aat 651 

Ser Glu Gin Ala Leu Gin Thr Leu Ser Pro Arg Ala He Pro Arg Asn 

160 165 170 

cca gat ggt ggc ccc ctg gag tec tec tct gac ctg gca gee etc age 699 

Pro Asp Gly Gly Pro Leu Glu Ser Ser Ser Asp Leu Ala Ala Leu Ser 

175 180 185 
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cct ctg acc tec age ggg cat cag gag cag gac aca gaa ctg ggc agt 747 

Pro Leu Thr Ser Ser Gly His Gin Glu Gin Asp Thr Glu Leu Gly Ser 

190 195 200 

acc cac aca gca ggt gcg acc tec age etc aca cca tec cgt ggg cct 795 

Thr His Thr Ala Gly Ala Thr Ser Ser Leu Thr Pro Ser Arg Gly Pro 

205 210 215 220 

gtg tct cca tct gtc tec ttc cag ccc ctg gee cgt tec acc ccc agg 843 

Val Ser Pro Ser Val Ser Phe Gin Pro Leu Ala Arg Ser Thr Pro Arg 

225 230 235 

gca age cgc ttg cct gga ccc aca ggg tea gtt gta tct act ggc acc 891 

Ala Ser Arg Leu Pro Gly Pro Thr Gly Ser Val Val Ser Thr Gly Thr 

240 245 250 

tec ttc tec tec tea tec cct ggc ttg gee tct gca ggg get gca gag 939 

Ser Phe Ser Ser Ser Ser Pro Gly Leu Ala Ser Ala Gly Ala Ala Glu 

255 260 265 

ggt aaa cag ggt gca gag agt gac cag gee gag cct ate ate tgc tec 987 

Gly Lys Gin Gly Ala Glu Ser Asp Gin Ala Glu Pro He He Cys Ser 

270 275 280 

agt ggg gca gag gca cct gee aac tct ctg ccc tec aaa gtg cct acc 1035 

Ser Gly Ala Glu Ala Pro Ala Asn Ser Leu Pro Ser Lys Val Pro Thr 

285 290 295 300 
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acc ttg atg cct gtg aac aca gtg gcc ctg aaa gtg cct gcc aac cca 1083 
Thr Leu Met Pro Val Asn Thr Val Ala Leu Lys Val Pro Ala Asn Pro 

305 310 315 

gca tct gtc age aca gtg ccc tec aag ttg cca act age tea aag ccc 1131 
Ala Ser Val Ser Thr Val Pro Ser Lys Leu Pro Thr Ser Ser Lys Pro 

320 325 330 

cct ggt gca gtg cct tct aat gcg etc acc aat cca gca cca tec aaa 1179 
Pro Gly Ala Val Pro Ser Asn Ala Leu Thr Asn Pro Ala Pro Ser Lys 

335 340 345 

ttg ccc ate aac tea acc cgt get ggc atg gtg cca tec aaa gtg cct 1227 
Leu Pro lie Asn Ser Thr Arg Ala Gly Met Val Pro Ser Lys Val Pro 

350 355 360 

act age atg gtg etc acc aag gtg tct gcc age aca gtc ccc act gac 1275 
Thr Ser Met Val Leu Thr Lys Val Ser Ala Ser Thr Val Pro Thr Asp 

365 370 375 380 

ggg age age aga aat gag gag acc cca gca get cca aca ccc gcc ggc 1323 
Gly Ser Ser Arg Asn Glu Glu Thr Pro Ala Ala Pro Thr Pro Ala Gly 

385 390 395 

gcc act gga ggc age tea gcc tgg eta gac age age tct gag aat agg 1371 
Ala Thr Gly Gly Ser Ser Ala Trp Leu Asp Ser Ser Ser Glu Asn Arg 

400 405 410 

ggc ctt ggg teg gag ctg agt aag cct ggc gtg ctg gca tec cag gta 1419 
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Gly Leu Gly Ser Glu Leu Ser Lys Pro Gly Val Leu Ala Ser Gin Val 

415 420 425 

gac age ccg ttc teg ggc tgc ttc gag gat ctt gec ate agt gee age 1467 
Asp Ser Pro Phe Ser Gly Cys Phe Glu Asp Leu Ala He Ser Ala Ser 

430 435 440 

ace tec ttg ggc atg ggg ccc tgc cat ggc cca gag gag aat gag tat 1515 
Thr Ser Leu Gly Met Gly Pro Cys His Gly Pro Glu Glu Asn Glu Tyr 

445 450 455 460 

aag tec gag ggc acc ttt ggg ate cac gtg get gag aac ccc age ate 1563 
Lys Ser Glu Gly Thr Phe Gly He His Val Ala Glu Asn Pro Ser He 

465 470 475 

cag etc ctg gag ggc aac cct ggg cca cct gcg gac ccg gat ggc ggc 1611 
Gin Leu Leu Glu Gly Asn Pro Gly Pro Pro Ala Asp Pro Asp Gly Gly 

480 485 490 

ccc agg cca caa gee gac egg aag ttc cag gag agg gag gtg cca tgc 1659 
Pro Arg Pro Gin Ala Asp Arg Lys Phe Gin Glu Arg Glu Val Pro Cys 

495 500 505 

cac agg ccc tea cct ggg get ctg tgg etc cag gtg get gtg aca ggg 1707 
His Arg Pro Ser Pro Gly Ala Leu Trp Leu Gin Val Ala Val Thr Gly 

510 515 520 

gtg ctg gta gtc aca etc ctg gtg gtg ctg tac egg egg cgt ctg cac 1755 
Val Leu Val Val Thr Leu Leu Val Val Leu Tyr Arg Arg Arg Leu His 
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525 530 535 540 

tagtgaagcc ctgggctctt cccaccaccc atctgttccg ttcctgcagt atacctggcc 1815 

cctctccgaa gcccctcttt ccctcccctc tggtctccat tctcttcagc tccctacatg 1875 

ggctgggg^g gagacacctg gtgggcagag ctcaggcaga ggtttggatt tcagctccct 1935 

cacttccggg gctgtgtggc tttggcagat gtcagacttc tggtcttgct tctccacgtg 1995 

gacagtgagt atctggctca ttcttcactg ggttcttctg agattgaacc tacaggtgtt 2055 

tgccaagtgc ctggcccaga gcaagtggcc actgcttctc ccatctctct cctgcccaac 2115 

ctggtagagc tgagggcatg agaggcagag tgcacagtgg tcaagggtgc agctctgcgg 2175 

cacaggcagc ctaggcctgc gtcccaacct gcctctcacc agctctgtga ccttgggcaa 2235 

gggatttatc tgtctgtccc ttagttttct cacctgtaaa aggaggataa gtatatatat 2295 

atatttccca gtgttgtgaa gattaaagga gtttatcgat gtaggtctta ggatgagtcc 2355 

tggcatttac caagggttgg atatatgtta ttatcactat taagtgttga gggtccaggc 2415 

atgctgggca acagggaccc catctctaca aaaaagttta aaaaattagc caggcgtggt 2475 

ggtgcacctg tcgtcttagc tacttgggag gctgaggtgg gaggatcgct tgagcccgga 2535 

agcttgaagc tgcagtgagc taggatcgtg ccactgcact ccaacctggg tgagagagcg 2595 
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agaccctgtc tcaagaaaaa gaaaaatgca gagaaacagg agtcttggct actcctttag 2655 



aggcagactc agaccctcct gcctcacagc tttatctttg tatttgcccc ttactttatc 2715 



ttgtgccttg agaaattgct ggggagagag gtatgtccac tgggcagctg tacaggatgg 2775 



aggatatagg gcgtttccac tcccagcagc caggttccct caccccaagc tcacccactg 2835 



ttggggagat tatctacaat aacaccagaa acacattggg gtggattggg ggtatcctta 2895 



tgggttcttt tcagggaacc attgctggac aaggcacagg agccacctcc atttctgagc 2955 



tctgcaaggg acaagaacta gagccatcag gggctgggct cactgtggcc ccaccccaag 3015 



ccgtcagcct ccagggatct acaccctgcc ttggctgcta cagctttttc actccactgc 3075 



cctaggggag ttcagcaacc taatgatctc tatctctgaa catctcttca tcccatgctc 3135 



caagtccagc aacctgcacc ctggaaccag gagtggaccc tacccgggct gtctgtatta 3195 



atccccatcc cccaccacca atcttaaaaa gccctctgtc cccctaccct aaaccccagt 3255 



taggtaccca tgctgggcag gtcagttaac aatttatgca caggtactag ttttattgta 3315 



ttaccgttcc agggtagctt tg 3337 



<210> 170 
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<211> 540 
<212> PRT 

<213> Homo sapiens 

<400> 170 

Met Pro Phe Ala Glu Asp Lys Thr Tyr Lys Tyr lie Cys Arg Asn Phe 

15 10 15 

Ser Asn Phe Cys Asn Val Asp Val Val Glu He Leu Pro Tyr Leu Pro 

20 25 30 

Cys Leu Thr Ala Arg Asp Gin Asp Arg Leu Arg Ala Thr Cys Thr Leu 

35 40 45 

Ser Gly Asn Arg Asp Thr Leu Trp His Leu Phe Asn Thr Leu Gin Arg 

50 55 60 

Arg Pro Gly Trp Val Glu Tyr Phe He Ala Ala Leu Arg Gly Cys Glu 

65 70 75 80 

Leu Val Asp Leu Ala Asp Glu Val Ala Ser Val Tyr Gin Ser Tyr Gin 

85 90 95 

Pro Arg Thr Ser Asp Arg Pro Pro Asp Pro Leu Glu Pro Pro Ser Leu 

100 105 110 

Pro Ala Glu Arg Pro Gly Pro Pro Thr Pro Ala Ala Ala His Ser He 

115 120 125 
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Pro Tyr Asn Ser Cys Arg Glu Lys Glu Pro Ser Tyr Pro Met Pro Val 

130 135 140 

Gin Glu Thr Gin Ala Pro Glu Ser Pro Gly Glu Asn Ser Glu Gin Ala 

145 150 155 160 

Leu Gin Thr Leu Ser Pro Arg Ala lie Pro Arg Asn Pro Asp Gly Gly 

165 170 175 

Pro Leu Glu Ser Ser Ser Asp Leu Ala Ala Leu Ser Pro Leu Thr Ser 

180 185 190 

Ser Gly His Gin Glu Gin Asp Thr Glu Leu Gly Ser Thr His Thr Ala 

195 200 205 

Gly Ala Thr Ser Ser Leu Thr Pro Ser Arg Gly Pro Val Ser Pro Ser 

210 215 220 

Val Ser Phe Gin Pro Leu Ala Arg Ser Thr Pro Arg Ala Ser Arg Leu 

225 230 235 240 

Pro Gly Pro Thr Gly Ser Val Val Ser Thr Gly Thr Ser Phe Ser Ser 

245 250 255 

Ser Ser Pro Gly Leu Ala Ser Ala Gly Ala Ala Glu Gly Lys Gin Gly 

260 265 270 

Ala Glu Ser Asp Gin Ala Glu Pro He He Cys Ser Ser Gly Ala Glu 

275 280 285 
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Ala Pro Ala Asn Ser Leu Pro Ser Lys Val Pro Thr Thr Leu Met Pro 

290 295 300 

Val Asn Thr Val Ala Leu Lys Val Pro Ala Asn Pro Ala Ser Val Ser 

305 310 315 320 

Thr Val Pro Ser Lys Leu Pro Thr Ser Ser Lys Pro Pro Gly Ala Val 

325 330 335 

Pro Ser Asn Ala Leu Thr Asn Pro Ala Pro Ser Lys Leu Pro He Asn 

340 345 350 

Ser Thr Arg Ala Gly Met Val Pro Ser Lys Val Pro Thr Ser Met Val 

355 360 365 

Leu Thr Lys Val Ser Ala Ser Thr Val Pro Thr Asp Gly Ser Ser Arg 

370 375 380 

Asn Glu Glu Thr Pro Ala Ala Pro Thr Pro Ala Gly Ala Thr Gly Gly 

385 390 395 400 

Ser Ser Ala Trp Leu Asp Ser Ser Ser Glu Asn Arg Gly Leu Gly Ser 

405 410 415 

Glu Leu Ser Lys Pro Gly Val Leu Ala Ser Gin Val Asp Ser Pro Phe 

420 425 430 



Ser Gly Cys Phe Glu Asp Leu Ala He Ser Ala Ser Thr Ser Leu Gly 
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435 440 445 

Met Gly Pro Cys His Gly Pro Glu Glu Asn Glu Tyr Lys Ser Glu Gly 

450 455 460 

Thr Phe Gly He His Val Ala Glu Asn Pro Ser He Gin Leu Leu Glu 

465 470 475 480 

Gly Asn Pro Gly Pro Pro Ala Asp Pro Asp Gly Gly Pro Arg Pro Gin 
• 485 490 495 

Ala Asp Arg Lys Phe Gin Glu Arg Glu Val Pro Cys His Arg Pro Ser 

500 505 510 

Pro Gly Ala Leu Trp Leu Gin Val Ala Val Thr Gly Val Leu Val Val 

515 520 525 

Thr Leu Leu Val Val Leu Tyr Arg Arg Arg Leu His 
^ 530 535 540 



<210> 171 
<211> 3579 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> (242).. (3094) 
<400> 171 

gtagtttcgg ctcggcagac ccggcgagcc cagtggccgc gctccggtgc ggcggcgccc 60 

gaggcccgag gcggaagtgg gacggccaag cagggaagcg agggctcggg atcgacggcc 120 

gcggggcgcc gacgaggagt gcaggactca ggaagggcga gtgcgcggcg acagagcccg 180 

gggaaggagg cagggcaagg ccgggcttgg gggczggtgg tccgggcatc cagccttgaa 240 

g atg cac aag agg aaa gga ccc ccg gga ccc ccg ggc aga ggc gcc gcg 289 
Met His Lys Arg Lys Gly Pro Pro Gly Pro Pro Gly Arg Gly Ala Ala 

15 10 15 

gcc gcc cgc cag ctg ggc ctg ctg gtt gac etc tec cca gat ggc ctg 337 

Ala Ala Arg Gin Leu Gly Leu Leu Val Asp Leu Ser Pro Asp Gly Leu 

20 25 30 

atg ate cct gag gac ggg get aac gat gaa gaa ctg gag get gag ttc 385 

Met He Pro Glu Asp Gly Ala Asn Asp Glu Glu Leu Glu Ala Glu Phe 

35 40 45 

ttg get ttg gtc ggg ggc cag ccc cca gcc ctg gag aag etc aaa ggc 433 

Leu Ala Leu Val Gly Gly Gin Pro Pro Ala Leu Glu Lys Leu Lys Gly 

50 55 60 

aaa ggt ccc ttg ccg atg gag gcc att gag aag atg gcc age ctg tgc 481 

Lys Gly Pro Leu Pro Met Glu Ala He Glu Lys Met Ala Ser Leu Cys 
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65 70 75 80 

atg aga gac ccg gat gag gat gag gag gag ggg acg gat gag gac gac 529 
Met Arg Asp Pro Asp Glu Asp Glu Glu Glu Gly Thr Asp Glu Asp Asp 

85 90 95 

ttg gag get gat gat gac ctg ctg gcg gag eta aat gag gtc ctt gga 577 
Leu Glu Ala Asp Asp Asp Leu Leu Ala Glu Leu Asn Glu Val Leu Gly 

100 105 110 

gag gag cag aag get tea gag ace cca cct cct gtg gec cag ccg aag 625 
Glu Glu Gin Lys Ala Ser Glu Thr Pro Pro Pro Val Ala Gin Pro Lys 

115 120 125 

cct gag gec cct cat ccg ggg ctg gag acc acc ttg cag gag agg ctg 673 
Pro Glu Ala Pro His Pro Gly Leu Glu Thr Thr Leu Gin Glu Arg Leu 

130 135 140 

gcg etc tat cag aca gca att gaa age gec aga caa get gga gac age 721 
Ala Leu Tyr Gin Thr Ala He Glu Ser Ala Arg Gin Ala Gly Asp Ser 

145 150 155 160 

gec aag atg egg cgc tac gat egg ggg ctt aaa aca ctg gaa aac ctg 769 
Ala Lys Met Arg Arg Tyr Asp Arg Gly Leu Lys Thr Leu Glu Asn Leu 

165 170 175 

etc gee tec ate cgt aag ggc aat gee att gac gaa gcg gac ate ccg 817 
Leu Ala Ser He Arg Lys Gly Asn Ala He Asp Glu Ala Asp lie Pro 

180 185 190 
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ccg cca gtg gcc ata gga aaa ggc ccg gcg tec acg cct acc tac age 865 

Pro Pro Val Ala He Gly Lys Gly Pro Ala Ser Thr Pro Thr Tyr Ser 

195 200 205 

cct gca ccc acc cag ccg gcc cct aga ate gcg tea gcc cca gag ccc 913 

Pro Ala Pro Thr Gin Pro Ala Pro Arg He Ala Ser Ala Pro Glu Pro 

210 215 220 

agg gtc acc ctg gag gga cct tct gcc acc gcc cca gcc tea tct cca 961 

Arg Val Thr Leu Glu Gly Pro Ser Ala Thr Ala Pro Ala Ser Ser Pro 

225 230 235 240 

ggc ttg get aag ccc cag atg ccc cca ggt ccc tgc age cct ggc cct 1009 

Gly Leu Ala Lys Pro Gin Met Pro Pro Gly Pro Cys Ser Pro Gly Pro 

245 250 255 

ctg gcc cag ttg cag age cgc cag cgc gac tac aag ctg get gcc etc 1057 

Leu Ala Gin Leu Gin Ser Arg Gin Arg Asp Tyr Lys Leu Ala Ala Leu 

260 265 270 

cac gcc aag cag cag gga gat acc act get gcc get aga cac ttc cgc 1105 

His Ala Lys Gin Gin Gly Asp Thr Thr Ala Ala Ala Arg His Phe Arg 

275 280 285 

gtg get aag age ttt gat get gtc ttg gag gcc ctg age egg ggt gag 1153 

Val Ala Lys Ser Phe Asp Ala Val Leu Glu Ala Leu Ser Arg Gly Glu 

290 295 300 
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ccc gtg gac etc tec tgc ctg ccc cct cca ccc gac cag ctg ccc cca 1201 
Pro Val Asp Leu Ser Cys Leu Pro Pro Pro Pro Asp Gin Leu Pro Pro 

305 310 315 320 

gac cca ccg tea cca ccg teg cag cct ccg acc ccc get acg gcg ccc 1249 
Asp Pro Pro Ser Pro Pro Ser Gin Pro Pro Thr Pro Ala Thr Ala Pro 

325 330 335 

tec aca aca gag gtg ccc cca ccc ccg agg acc ctg ctg gag gcg ctg 1297 
^ Ser Thr Thr Glu Val Pro Pro Pro Pro Arg Thr Leu Leu Glu Ala Leu 

340 345 350 

gag cag egg atg gag egg tac cag gtg gee gca gee cag gec aag age 1345 
Glu Gin Arg Met Glu Arg Tyr Gin Val Ala Ala Ala Gin Ala Lys Ser 

355 360 365 

aag ggg gac cag egg aaa get cga atg cac gag cgc ate gtc aag caa 1393 
Lys Gly Asp Gin Arg Lys Ala Arg Met His Glu Arg He Val Lys Gin 
^ 370 375 380 

tac caa gat gee ate cga gee cac aag get ggc cga gee gtg gat gtc 1441 
Tyr Gin Asp Ala lie Arg Ala His Lys Ala Gly Arg Ala Val Asp Val 

385 390 395 400 

get gaa ttg ccc gtg ccc cca ggc ttc ccc cca ate cag ggc ctg gag 1489 
Ala Glu Leu Pro Val Pro Pro Gly Phe Pro Pro He Gin Gly Leu Glu 

405 410 415 

gee acc aag ccc acc cag cag agt ctg gtg ggt gtc ctg gag act gee 1537 

7 4 9 ffidl*# 2001-31 16645 



#2001-254018 



Ala Thr Lys Pro Thr Gin Gin Ser Leu Val Gly Val Leu Glu Thr Ala 

420 425 430 



atg aag ctg gcc aac cag gat gaa ggc cca gag gat gaa gag gat gag 1585 
Met Lys Leu Ala Asn Gin Asp Glu Gly Pro Glu Asp Glu Glu Asp Glu 

435 440 445 



gtg cct aag aag cag aac age cct gtg gcc ccc aca gcc cag ccc aaa 1633 
Val Pro Lys Lys Gin Asn Ser Pro Val Ala Pro Thr Ala Gin Pro Lys 

450 455 460 



gcc cca ccc tea aga act ccc cag teg gga tea gcc cca aca gcc aaa 1681 
Ala Pro Pro Ser Arg Thr Pro Gin Ser Gly Ser Ala Pro Thr Ala Lys 

465 470 475 480 



gcg ccc ccc aaa gcc aca tec acc aga gcc cag cag cag ctg gcc ttc 
Ala Pro Pro Lys Ala Thr Ser Thr Arg Ala Gin Gin Gin Leu Ala Phe 

485 490 495 



1729 



eta gag ggc cgc aag aag cag etc ctg cag gcc gca ctg cga gcc aag 
Leu Glu Gly Arg Lys Lys Gin Leu Leu Gin Ala Ala Leu Arg Ala Lys 

500 505 510 



1777 



cag aaa aac gac gtg gag ggt gcc aag atg cac ctg cgc caa gcc aag 1825 
Gin Lys Asn Asp Val Glu Gly Ala Lys Met His Leu Arg Gin Ala Lys 

515 520 525 



gga ctg gag cct atg ctg gag gcc teg cgc aat ggg ctg cct gtg gac 1873 
Gly Leu Glu Pro Met Leu Glu Ala Ser Arg Asn Gly Leu Pro Val Asp 
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530 



535 



540 



ate acc aag gtg ccg cct gec cct gtc aac aag gac gac ttt gec ctg 1921 
He Thr Lys Val Pro Pro Ala Pro Val Asn Lys Asp Asp Phe Ala Leu 

545 550 555 560 



gtc cag egg cct ggc ccg ggt ctg tct cag gag gec gee egg cgc tat 
Val Gin Arg Pro Gly Pro Gly Leu Ser Gin Glu Ala Ala Arg Arg Tyr 

565 570 575 



1969 



ggt gaa etc acc aag etc ata egg cag cag cac gag atg tgc ctg aac 
Gly Glu Leu Thr Lys Leu lie Arg Gin Gin His Glu Met Cys Leu Asn 

580 585 590 



2017 



cac tea aac caa ttc acc cag ctg ggc aac ate act gaa acc acc aag 2065 
His Ser Asn Gin Phe Thr Gin Leu Gly Asn He Thr Glu Thr Thr Lys 

595 600 605 



ttt gaa aag ttg gcg gag gac tgt aag egg age atg gac att ctg aag 
Phe Glu Lys Leu Ala Glu Asp Cys Lys Arg Ser Met Asp He Leu Lys 

610 615 620 



2113 



caa gec ttc gtc egg ggt etc ccc acg ccc acc gee cgc ttt gag caa 2161 
Gin Ala Phe Val Arg Gly Leu Pro Thr Pro Thr Ala Arg Phe Glu Gin 

625 630 635 640 



agg acc ttc age gtc ate aag ate ttc cct gac etc age age aac gac 2209 
Arg Thr Phe Ser Val He Lys He Phe Pro Asp Leu Ser Ser Asn Asp 

645 650 655 
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atg etc etc ttc ate gtg aag ggc ate aac ttg ccc aca ccc cca gga 2257 

Met Leu Leu Phe He Val Lys Gly He Asn Leu Pro Thr Pro Pro Gly 

660 665 670 

ctg tec cct ggc gat ctg gat gtc ttt gtt egg ttt gac ttc ccc tat 2305 

Leu Ser Pro Gly Asp Leu Asp Val Phe Val Arg Phe Asp Phe Pro Tyr 

675 680 685 

ccc aac gtg gaa gaa get cag aaa gac aag ace agt gtg ate aag aac 2353 

Pro Asn Val Glu Glu Ala Gin Lys Asp Lys Thr Ser Val He Lys Asn 

690 695 700 

aca gac tec cct gag ttc aag gag cag ttc aaa etc tgc ate aac cgc 2401 

Thr Asp Ser Pro Glu Phe Lys Glu Gin Phe Lys Leu Cys He Asn Arg 

705 710 715 720 

age cac cgt ggc ttc cga agg gee ate cag ace aag ggc ate aag ttc 2449 

Ser His Arg Gly Phe Arg Arg Ala He Gin Thr Lys Gly He Lys Phe 

725 730 735 

gaa gtg gtt cac aag ggg ggg ctg ttc aag act gac egg gtg ctg ggg 2497 

Glu Val Val His Lys Gly Gly Leu Phe Lys Thr Asp Arg Val Leu Gly 

740 745 750 

aca gec cag ctg aag ctg gat gca ctg gag ata gca tgt gag gtc egg 2545 

Thr Ala Gin Leu Lys Leu Asp Ala Leu Glu He Ala Cys Glu Val Arg 

755 760 765 
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gag ate ctt gag gtc ctg gat ggt cgc egg ccc aca ggg ggg cga ctg 2593 

Glu He Leu Glu Val Leu Asp Gly Arg Arg Pro Thr Gly Gly Arg Leu 

770 775 780 

gag gta atg gtc egg att egg gag cca ctg aca gec cag cag ttg gag 2641 

Glu Val Met Val Arg He Arg Glu Pro Leu Thr Ala Gin Gin Leu Glu 

785 790 795 800 

acg acg aca gag agg tgg ctg gtc att gac cct gtg ccg gca get gtg 2689 

Thr Thr Thr Glu Arg Trp Leu Val He Asp Pro Val Pro Ala Ala Val 

805 810 815 

ccc aca cag gtt get ggg ccc aaa ggg aag gee cct cct gtg cct gec 2737 

Pro Thr Gin Val Ala Gly Pro Lys Gly Lys Ala Pro Pro Val Pro Ala 

820 825 830 

cct gca agg gag tea ggg aac aga tea gec egg ccc ctg cat age etc 2785 

Pro Ala Arg Glu Ser Gly Asn Arg Ser Ala Arg Pro Leu His Ser Leu 

835 840 845 

agt gtg ctg gcg ttt gac caa gag cgt ctg gag egg aag ate ctg gee 2833 

Ser Val Leu Ala Phe Asp Gin Glu Arg Leu Glu Arg Lys He Leu Ala 

850 855 860 

etc agg cag gcg egg egg ccg gtg ccc cca gaa gtg gee cag cag tac 2881 

Leu Arg Gin Ala Arg Arg Pro Val Pro Pro Glu Val Ala Gin Gin Tyr 

865 870 875 880 

cag gac ate atg caa cgc age cag tgg cag agg gca cag ctg gag cag 2929 
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Gin Asp He Met Gin Arg Ser Gin Trp Gin Arg Ala Gin Leu Glu Gin 

885 890 895 

ggg ggt gtg ggc ate cga egg gaa tac aca gee cag ctg gag egg cag 2977 
Gly Gly Val Gly He Arg Arg Glu Tyr Thr Ala Gin Leu Glu Arg Gin 

900 905 910 

ctg cag ttc tac acg gag get gee egg cgc ctg ggc aac gat ggc age 3025 
Leu Gin Phe Tyr Thr Glu Ala Ala Arg Arg Leu Gly Asn Asp Gly Ser 

915 920 925 

agg gat get gca aag gag gcg etc tat agg egg aat ctg gta ggg agt 3073 
Arg Asp Ala Ala Lys Glu Ala Leu Tyr Arg Arg Asn Leu Val Gly Ser 

930 935 940 

gag ctg cag egg etc cgc agg tgaggagece atggggcggg cagcccccag 3124 
Glu Leu Gin Arg Leu Arg Arg 

945 950 

aaagegggea gcaggccccg atacegggaa gagccgacac agccacgaac cagacaagca 3184 
gacaatcagc ggacaategg ttctggactc acccctcatc cgggccccca gccccgccag 3244 
agcctccgtg getgegggtg ttgggaacca tgcctgccag ccagtatgtg cccctcaccc 3304 
aggectgget gggccctgga gagtcctgtt tgcacagccc aggggtgtcc ggcctctggc 3364 
ccgccccgg^ gcagggaggg eggctgggge caagccccga gggcccctgc aagcacttta 3424 
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cttcctgttc ctccccagcc ttaaccccaa agccctcctg caccccaaag aagccactga 3484 



ggctggccga gccacactgt ctccccaggg gcgtcgacct ggcccagctg ggtccccagg 3544 



ccagcacatg gaataaaata gccagggcca cactc 3579 



<210> 172 
<211> 951 
<212> PRT 

<213> Homo sapiens 

<400> 172 

Met His Lys Arg Lys Gly Pro Pro Gly Pro Pro Gly Arg Gly Ala Ala 

15 10 15 

Ala Ala Arg Gin Leu Gly Leu Leu Val Asp Leu Ser Pro Asp Gly Leu 

20 25 30 

Met He Pro Glu Asp Gly Ala Asn Asp Glu Glu Leu Glu Ala Glu Phe 

35 40 45 

Leu Ala Leu Val Gly Gly Gin Pro Pro Ala Leu Glu Lys Leu Lys Gly 

50 55 60 

Lys Gly Pro Leu Pro Met Glu Ala lie Glu Lys Met Ala Ser Leu Cys 

65 70 75 80 

Met Arg Asp Pro Asp Glu Asp Glu Glu Glu Gly Thr Asp Glu Asp Asp 
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85 



90 



95 



Leu Glu Ala Asp Asp Asp Leu Leu Ala Glu Leu Asn Glu Val Leu Gly 

100 105 110 

Glu Glu Gin Lys Ala Ser Glu Thr Pro Pro Pro Val Ala Gin Pro Lys 

115 120 125 

Pro Glu Ala Pro His Pro Gly Leu Glu Thr Thr Leu Gin Glu Arg Leu 

130 135 140 

Ala Leu Tyr Gin Thr Ala He Glu Ser Ala Arg Gin Ala Gly Asp Ser 

145 150 155 160 

Ala Lys Met Arg Arg Tyr Asp Arg Gly Leu Lys Thr Leu Glu Asn Leu 

165 170 175 

Leu Ala Ser lie Arg Lys Gly Asn Ala He Asp Glu Ala Asp He Pro 

180 185 190 

Pro Pro Val Ala He Gly Lys Gly Pro Ala Ser Thr Pro Thr Tyr Ser 

195 200 205 

Pro Ala Pro Thr Gin Pro Ala Pro Arg He Ala Ser Ala Pro Glu Pro 

210 215 220 



Arg Val Thr Leu Glu Gly Pro Ser Ala Thr Ala Pro Ala Ser Ser Pro 

225 230 235 240 
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Gly Leu Ala Lys Pro Gin Met Pro Pro G 1 y Pro Cys Ser Pro Gly Pro 

245 250 255 

Leu Ala Gin Leu Gin Ser Arg Gin Arg Asp Tyr Lys Leu Ala Ala Leu 

260 265 270 

His Ala Lys Gin Gin Gly Asp Thr Thr Ala Ala Ala Arg His Phe Arg 

275 280 285 

Val Ala Lys Ser Phe Asp Ala Val Leu Glu Ala Leu Ser Arg Gly Glu 

290 295 300 

Pro Val Asp Leu Ser Cys Leu Pro Pro Pro Pro Asp Gin Leu Pro Pro 

305 310 315 320 

Asp Pro Pro Ser Pro Pro Ser Gin Pro Pro Thr Pro Ala Thr Ala Pro 

325 330 335 

Ser Thr Thr Glu Val Pro Pro Pro Pro Arg Thr Leu Leu Glu Ala Leu 

340 345 350 

Glu Gin Arg Met Glu Arg Tyr Gin Val Ala Ala Ala Gin Ala Lys Ser 

355 360 365 

Lys Gly Asp Gin Arg Lys Ala Arg Met His Glu Arg He Val Lys Gin 

370 375 380 

Tyr Gin Asp Ala He Arg Ala His Lys Ala Gly Arg Ala Val Asp Val 

385 390 395 400 
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Ala Glu Leu Pro Val Pro Pro Gly Phe Pro Pro He Gin Gly Leu Glu 

405 410 415 

Ala Thr Lys Pro Thr Gin Gin Ser Leu Val Gly Val Leu Glu Thr Ala 

420 425 430 

Met Lys Leu Ala Asn Gin Asp Glu Gly Pro Glu Asp Glu Glu Asp Glu 

435 440 445 

Val Pro Lys Lys Gin Asn Ser Pro Val Ala Pro Thr Ala Gin Pro Lys 

450 455 460 

Ala Pro Pro Ser Arg Thr Pro Gin Ser Gly Ser Ala Pro Thr Ala Lys 

465 470 475 480 

Ala Pro Pro Lys Ala Thr Ser Thr Arg Ala Gin Gin Gin Leu Ala Phe 

485 490 495 

Leu Glu Gly Arg Lys Lys Gin Leu Leu Gin Ala Ala Leu Arg Ala Lys 

500 505 510 

Gin Lys Asn Asp Val Glu Gly Ala Lys Met His Leu Arg Gin Ala Lys 

515 520 525 

Gly Leu Glu Pro Met Leu Glu Ala Ser Arg Asn Gly Leu Pro Val Asp 

530 535 540 



lie Thr Lys Val Pro Pro Ala Pro Val Asn Lys Asp Asp Phe Ala Leu 
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545 550 555 560 

Val Gin Arg Pro Gly Pro Gly Leu Ser Gin Glu Ala Ala Arg Arg Tyr 

565 570 575 

Gly Glu Leu Thr Lys Leu lie Arg Gin Gin His Glu Met Cys Leu Asn 

580 585 590 

His Ser Asn Gin Phe Thr Gin Leu Gly Asn He Thr Glu Thr Thr Lys 

595 600 605 

Phe Glu Lys Leu Ala Glu Asp Cys Lys Arg Ser Met Asp He Leu Lys 

610 615 620 

Gin Ala Phe Val Arg Gly Leu Pro Thr Pro Thr Ala Arg Phe Glu Gin 

625 630 635 640 

Arg Thr Phe Ser Val He Lys He Phe Pro Asp Leu Ser Ser Asn Asp 

645 650 655 

Met Leu Leu Phe He Val Lys Gly He Asn Leu Pro Thr Pro Pro Gly 

660 665 670 

Leu Ser Pro Gly Asp Leu Asp Val Phe Val Arg Phe Asp Phe Pro Tyr 

675 680 685 

Pro Asn Val Glu Glu Ala Gin Lys Asp Lys Thr Ser Val He Lys Asn 

690 695 700 
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Thr Asp Ser Pro Glu Phe Lys Glu Gin Phe Lys Leu Cys He Asn Arg 

705 710 715 720 

Ser His Arg Gly Phe Arg Arg Ala He Gin Thr Lys Gly He Lys Phe 

725 730 735 

Glu Val Val His Lys Gly Gly Leu Phe Lys Thr Asp Arg Val Leu Gly 

740 745 750 

Thr Ala Gin Leu Lys Leu Asp Ala Leu Glu He Ala Cys Glu Val Arg 

755 760 765 

Glu He Leu Glu Val Leu Asp Gly Arg Arg Pro Thr Gly Gly Arg Leu 

770 775 780 

Glu Val Met Val Arg He Arg Glu Pro Leu Thr Ala Gin Gin Leu Glu 

785 790 795 800 

Thr Thr Thr Glu Arg Trp Leu Val He Asp Pro Val Pro Ala Ala Val 

805 810 815 

Pro Thr Gin Val Ala Gly Pro Lys Gly Lys Ala Pro Pro Val Pro Ala 

820 825 830 

Pro Ala Arg Glu Ser Gly Asn Arg Ser Ala Arg Pro Leu His Ser Leu 

835 840 845 



Ser Val Leu Ala Phe Asp Gin Glu Arg Leu Glu Arg Lys He Leu Ala 

850 855 860 
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Leu Arg Gin Ala Arg Arg Pro Val Pro Pro Glu Val Ala Gin Gin Tyr 

865 870 875 880 

Gin Asp He Met Gin Arg Ser Gin Trp Gin Arg Ala Gin Leu Glu Gin 

885 890 895 

Gly Gly Val Gly He Arg Arg Glu Tyr Thr Ala Gin Leu Glu Arg Gin 

900 905 910 

Leu Gin Phe Tyr Thr Glu Ala Ala Arg Arg Leu Gly Asn Asp Gly Ser 

915 920 925 

Arg Asp Ala Ala Lys Glu Ala Leu Tyr Arg Arg Asn Leu Val Gly Ser 

930 935 940 



Glu Leu Gin Arg Leu Arg Arg 

945 950 



<210> 173 

<211> 2796 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (574) .. (1683) 
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<400> 173 

aagcatttcc tattgagacc cccaagagtt cccccggcgg ccctcggctc cagcaagact 60 

ttgggccttt tcttgtgtcc tgtttgttaa aggcatgcgg gctccagcat taaagagggc 120 

tagtccttaa caaagggaaa gcgataaatg taaataagct cacattttca gaatgagcgg 180 

tttgcagtaa ggagctgcgg cagcccagag tctgctcttt ttgggctggg ctaacctttc 240 

cctgtttttt gttttttgtt ttgttttgtt tttgtttttt atggataaaa atatgcgctt 300 

ccgaagtgcg agttgccagt ttacacgttt attagctaac tatctacagg catgagcaca 360 

ttctctcatc tagcacactc tttcttgggc actcaattga ggaactctct gatcgtctgc 420 

ctccagaaaa ttcattgatt atccaagtct cagataaatc tggtgccaga gtttggtttg 480 

aactaactaa tgaagaaagc attctctact ggtcctcagt ctcaagagtg gtgaacccct 540 

gcacctagca ggctctctgg gaaaaaaaaa tec atg ggt gac aga aga ttt att 594 

Met Gly Asp Arg Arg Phe lie 

1 5 

gac ttc caa ttc caa gat tta aat tea agt etc aga ccc agg ttg gga 642 
Asp Phe Gin Phe Gin Asp Leu Asn Ser Ser Leu Arg Pro Arg Leu Gly 

10 15 20 

aat gca act gec aat aat act tgc att gtt gat gat tec ttc aag tat 690 
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Asn Ala Thr Ala Asn Asn Thr Cys lie Val Asp Asp Ser Phe Lys Tyr 

25 30 35 

aat ttg aat ggt get gtc tat agt gtt gta ttc ate ctg ggt eta ata 738 
Asn Leu Asn Gly Ala Val Tyr Ser Val Val Phe He Leu Gly Leu He 

40 45 50 55 

ace aac agt gee tec ctg ttt gtc ttc tgc ttc cgc atg aaa atg aga 786 
Thr Asn Ser Ala Ser Leu Phe Val Phe Cys Phe Arg Met Lys Met Arg 

60 65 70 

agt gag acg get act ttc ate acc aac ctg gee etc tct gat ttg ctt 834 
Ser Glu Thr Ala Thr Phe He Thr Asn Leu Ala Leu Ser Asp Leu Leu 

75 80 85 

ttt gtt tgt acc eta cct ttc aaa ata ttt tac aac ttt aat cgc cac 882 
Phe Val Cys Thr Leu Pro Phe Lys He Phe Tyr Asn Phe Asn Arg His 

90 95 100 

tgg cct ttt ggt gac acc etc tgt aag ate tea ggg act gcg ttc etc 930 
Trp Pro Phe Gly Asp Thr Leu Cys Lys He Ser Gly Thr Ala Phe Leu 

105 110 115 

acc aac ate tat ggg age atg etc ttc etc acc tgc ate agt gtg gat 978 
Thr Asn He Tyr Gly Ser Met Leu Phe Leu Thr Cys He Ser Val Asp 

120 125 130 135 

cgt ttc eta gee att gtc tat ccc ttc cga teg cgt acc ate agg acc 1026 
Arg Phe Leu Ala He Val Tyr Pro Phe Arg Ser Arg Thr He Arg Thr 
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140 



145 



150 



agg agg aat tec gec att gtg tgc get gga gtc tgg ate eta gtc etc 1074 
Arg Arg Asn Ser Ala He Val Cys Ala Gly Val Trp He Leu Val Leu 

155 160 165 



agt ggt ggt att tea get tct ttg ttc tec ace act aat gtc aac aat 1122 

Ser Gly Gly lie Ser Ala Ser Leu Phe Ser Thr Thr Asn Val Asn Asn 

170 175 180 

gcg acc ace act tgc ttt gaa ggc ttc tec aaa cgt gtc tgg aag aca 1170 

Ala Thr Thr Thr Cys Phe Glu Gly Phe Ser Lys Arg Val Trp Lys Thr 

185 190 195 



tac ctg tec aag ate act ata ttc att gaa gtt gtt gga ttc ate att 1218 
Tyr Leu Ser Lys He Thr He Phe He Glu Val Val Gly Phe He He 

200 205 210 215 



cct ctg ata ttg aat gtt tct tgt tct tct gtg gtg ctt aga acc etc 
Pro Leu He Leu Asn Val Ser Cys Ser Ser Val Val Leu Arg Thr Leu 

220 225 230 



1266 



cgc aag cct gca aca ttg tct cag att ggg acc aat aag aaa aaa gtg 1314 
Arg Lys Pro Ala Thr Leu Ser Gin He Gly Thr Asn Lys Lys Lys Val 

235 240 245 



ttg aag atg ate aca gtg cat atg gca gtg ttt gtg gta tgc ttt gta 1362 
Leu Lys Met He Thr Val His Met Ala Val Phe Val Val Cys Phe Val 

250 255 260 
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cca tac aac tec gtt etc ttt tta tat gec ttg gta cgc tec caa gec 1410 
Pro Tyr Asn Ser Val Leu Phe Leu Tyr Ala Leu Val Arg Ser Gin Ala 

265 270 275 



att act aat tgc tta ttg gaa agg ttt gca aag ate atg tac cca att 
lie Thr Asn Cys Leu Leu Glu Arg Phe Ala Lys He Met Tyr Pro He 

280 285 290 295 



1458 



ace ttg tgc ctt gca act ctg aat tgt tgc ttt gat cct ttt ate tat 
Thr Leu Cys Leu Ala Thr Leu Asn Cys Cys Phe Asp Pro Phe He Tyr 

300 305 310 



1506 



tac ttc act ctt gaa tec ttt cag aag tec ttt tat ate aat aca cat 1554 
Tyr Phe Thr Leu Glu Ser Phe Gin Lys Ser Phe Tyr He Asn Thr His 

315 320 325 



ata agg atg gag teg ctg ttt aag act gag aca cct ctg ace ccc aaa 
He Arg Met Glu Ser Leu Phe Lys Thr Glu Thr Pro Leu Thr Pro Lys 

330 335 340 



1602 



cct tec ctt cca get ate caa gag gaa gtt agt gat caa aca aca aat 1650 
Pro Ser Leu Pro Ala lie Gin Glu Glu Val Ser Asp Gin Thr Thr Asn 

345 350 355 



aat ggt ggt gaa tta atg ctg gaa tec ace ttc taggtaccag aattgtcttt 1703 
Asn Gly Gly Glu Leu Met Leu Glu Ser Thr Phe 

360 365 370 
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caggttcagc tacagtgtct cttatgattt ttttcctatg ctataaatag gagaaacaaa 1763 

ttgaagctaa tgatactgag aatagagtaa tgtaccaaat gcagtcagat acatttgttt 1823 

gaacactatt gtacatattc tgttttgttc agtaattata ggtcaagtct aattacaaca 1883 

accaaaacag atcagcctct tctgttgagt tgacttttca ttacctaaat gaccagtggt 1943 

cttgactttt agtgatgtga gggttatttt taaacttaaa aaaaaaggca ttccagtaat 2003 

tttggtaatt gggttgggcc tataaatata gaacaaattc agggattatt taaaaacatc 2063 

tgtgttacta ctgatatatg ctagtatttt tttccttttt tgaattaata ttgaatttat 2123 

tttaaaaaaa gaactatttt tacctaatct taataagaca tactgagaaa gagaaatgtg 2183 

ttgaatttta aaatattggc aaattttacc tagattttaa aaacctaaat gaagtgtttg 2243 

aatgaatatg ggtgggaaat ttggaattta gacaacattt acgcatttat aataaccaca 2303 

attagtgtca gcttttaaaa ctttcttttt aaaataattc tagaattttc atatgaaatt 2363 

gttaatcctg aaaggtgcta cttatgtgcc tggcaggtat aaaatggaaa actcataaaa 2423 

ttaacagtgt caatttaaaa aaaaaaaaac tttaagcaac actatattat ttcttaagat 2483 

tttcatttat cctttatggg ggtggggatt ggcttgtaga aaatatttat tcttcatgtt 2543 

aaatgttggg gacacattac agccagagag ctacagtatt tgtgcccagg tcaggagtaa 2603 

7 6 6 2001-31 16645 



#2001-254018 



attgaaaaag taagtgaata gaatagtagc agcaagatat cttagagctt atattagtag 2663 



tttttaaggt ggtggttaga tagctgtaat tttgaaatcc atactctctt ctgtacattt 2723 



tggagcacat tgtagccaag gcgctgctga atttgtgctc aggtcgggag catattgaaa 2783 



aagatgtgta cat 2796 



<210> 174 
<211> 370 
<212> PRT 

<213> Homo sapiens 

<400> 174 

Met Gly Asp Arg Arg Phe lie Asp Phe Gin Phe Gin Asp Leu Asn Ser 

15 10 15 

Ser Leu Arg Pro Arg Leu Gly Asn Ala Thr Ala Asn Asn Thr Cys He 

20 25 30 

Val Asp Asp Ser Phe Lys Tyr Asn Leu Asn Gly Ala Val Tyr Ser Val 

35 40 45 

Val Phe He Leu Gly Leu He Thr Asn Ser Ala Ser Leu Phe Val Phe 

50 55 60 

Cys Phe Arg Met Lys Met Arg Ser Glu Thr Ala Thr Phe He Thr Asn 
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65 



70 



75 



80 



Leu Ala Leu Ser Asp Leu Leu Phe Val Cys Thr Leu Pro Phe Lys lie 

85 90 95 

Phe Tyr Asn Phe Asn Arg His Trp Pro Phe Gly Asp Thr Leu Cys Lys 

100 105 110 

He Ser Gly Thr Ala Phe Leu Thr Asn He Tyr Gly Ser Met Leu Phe 

115 120 125 

Leu Thr Cys He Ser Val Asp Arg Phe Leu Ala He Val Tyr Pro Phe 

130 135 140 

Arg Ser Arg Thr He Arg Thr Arg Arg Asn Ser Ala He Val Cys Ala 

145 150 155 160 

Gly Val Trp He Leu Val Leu Ser Gly Gly He Ser Ala Ser Leu Phe 

165 170 175 

Ser Thr Thr Asn Val Asn Asn Ala Thr Thr Thr Cys Phe Glu Gly Phe 

180 185 190 

Ser Lys Arg Val Trp Lys Thr Tyr Leu Ser Lys He Thr He Phe lie 

195 200 205 



Glu Val Val Gly Phe He He Pro Leu lie Leu Asn Val Ser Cys Ser 

210 215 220 
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Ser Val Val Leu Arg Thr Leu Arg Lys Pro Ala Thr Leu Ser Gin He 

225 230 235 240 

Gly Thr Asn Lys Lys Lys Val Leu Lys Met He Thr Val His Met Ala 

245 250 255 

Val Phe Val Val Cys Phe Val Pro Tyr Asn Ser Val Leu Phe Leu Tyr 

260 265 270 

Ala Leu Val Arg Ser Gin Ala He Thr Asn Cys Leu Leu Glu Arg Phe 

275 280 285 

Ala Lys He Met Tyr Pro He Thr Leu Cys Leu Ala Thr Leu Asn Cys 

290 295 300 

Cys Phe Asp Pro Phe He Tyr Tyr Phe Thr Leu Glu Ser Phe Gin Lys 

305 310 315 320 

Ser Phe Tyr He Asn Thr His He Arg Met Glu Ser Leu Phe Lys Thr 

325 330 335 

Glu Thr Pro Leu Thr Pro Lys Pro Ser Leu Pro Ala He Gin Glu Glu 

340 345 350 

Val Ser Asp Gin Thr Thr Asn Asn Gly Gly Glu Leu Met Leu Glu Ser 

355 360 365 



Thr Phe 

370 
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<210> 175 

<211> 2299 

<212> DNA 

<213> Homo sapiens 

<220> 
• <221> CDS 

<222> (67).. (1176) 

<400> 175 

cctaccggtc catagtgtca gagtggtgaa cccctgcagc cagcaggcct cctgaaaaaa 60 

aagtcc atg ggt gac aga aga ttc att gac ttc caa ttc caa gat tea 108 
Met Gly Asp Arg Arg Phe lie Asp Phe Gin Phe Gin Asp Ser 

1 5 10 

aat tea age etc aga ccc agg ttg ggc aat get act gee aat aat act 156 
Asn Ser Ser Leu Arg Pro Arg Leu Gly Asn Ala Thr Ala Asn Asn Thr 

15 20 25 30 

tgc att gtt gat gat tec ttc aag tat aat etc aat ggt get gtc tac 204 
Cys He Val Asp Asp Ser Phe Lys Tyr Asn Leu Asn Gly Ala Val Tyr 

35 40 45 

agt gtt gta ttc ate ttg ggt ctg ata acc aac agt gtc tct ctg ttt 252 
Ser Val Val Phe He Leu Gly Leu He Thr Asn Ser Val Ser Leu Phe 
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50 



oo 



60 



gtc ttc tgt ttc cgc atg aaa atg aga agt gag act get att ttt ate 300 
Val Phe Cys Phe Arg Met Lys Met Arg Ser Glu Thr Ala He Phe He 

65 70 75 



ace aat eta get gtc tct gat ttg ctt ttt gtc tgt aca eta cct ttt 348 

Thr Asn Leu Ala Val Ser Asp Leu Leu Phe Val Cys Thr Leu Pro Phe 

80 85 90 

aaa ata ttt tac aac ttc aac cgc cac tgg cct ttt ggt gac acc etc 396 

Lys He Phe Tyr Asn Phe Asn Arg His Trp Pro Phe Gly Asp Thr Leu 

95 100 105 110 



tgc aag ate tct gga act gca ttc ctt acc aac ate tat ggg age atg 444 
Cys Lys lie Ser Gly Thr Ala Phe Leu Thr Asn He Tyr Gly Ser Met 

115 120 125 



etc ttt etc acc tgt att agt gtg gat cgt ttc ctg gec att gtc tat 
Leu Phe Leu Thr Cys He Ser Val Asp Arg Phe Leu Ala lie Val Tyr 

130 135 140 



492 



cct ttt cga tct cgt act att agg act agg agg aat tct gee att gtg 540 
Pro Phe Arg Ser Arg Thr He Arg Thr Arg Arg Asn Ser Ala He Val 

145 150 155 



tgt get ggt gtc tgg ate eta gtc etc agt ggc ggt att tea gee tct 588 
Cys Ala Gly Val Trp He Leu Val Leu Ser Gly Gly He Ser Ala Ser 

160 165 170 
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ttg ttt tec acc act aat gtc aac aat gca acc acc acc tgc ttt gaa 636 
Leu Phe Ser Thr Thr Asn Val Asn Asn Ala Thr Thr Thr Cys Phe Glu 

175 180 185 190 

ggc ttc tec aaa cgt gtc tgg aag act tat tta tec aag ate aca ata 684 

Gly Phe Ser Lys Arg Val Trp Lys Thr Tyr Leu Ser Lys He Thr He 

195 200 205 

ttt att gaa gtt gtt ggg ttt ate att cct eta ata ttg aat gtc tct 732 

Phe He Glu Val Val Gly Phe He He Pro Leu He Leu Asn Val Ser 

210 215 220 

tgc tct tct gtg gtg ctg aga act ctt cgc aag cct get act ctg tct 780 

Cys Ser Ser Val Val Leu Arg Thr Leu Arg Lys Pro Ala Thr Leu Ser 

225 230 235 

caa att ggg acc aat aag aaa aaa gta ctg aaa atg ate aca gta cat 828 

Gin lie Gly Thr Asn Lys Lys Lys Val Leu Lys Met He Thr Val His 

240 245 250 

atg gca gtc ttt gtg gta tgc ttt gta ccc tac aac tct gtc etc ttc 876 

Met Ala Val Phe Val Val Cys Phe Val Pro Tyr Asn Ser Val Leu Phe 

255 260 265 270 

ttg tat gee ctg gtg cgc tec caa get att act aat tgc ttt ttg gaa 924 

Leu Tyr Ala Leu Val Arg Ser Gin Ala lie Thr Asn Cys Phe Leu Glu 

275 280 285 
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aga ttt gca aag ate atg tac cca ate acc ttg tgc ctt gca act ctg 972 
Arg Phe Ala Lys He Met Tyr Pro lie Thr Leu Cys Leu Ala Thr Leu 

290 295 300 

aac tgt tgt ttt gac cct ttc ate tat tac ttc acc ctt gaa tec ttt 1020 
Asn Cys Cys Phe Asp Pro Phe He Tyr Tyr Phe Thr Leu Glu Ser Phe 

305 310 315 

cag aag tec ttc tac ate aat gee cac ate aga atg gag tec ctg ttt 1068 
Gin Lys Ser Phe Tyr He Asn Ala His He Arg Met Glu Ser Leu Phe 

320 325 330 

aag act gaa aca cct ttg acc aca aag cct tec ctt cca get att caa 1116 
Lys Thr Glu Thr Pro Leu Thr Thr Lys Pro Ser Leu Pro Ala He Gin 

335 340 345 350 

gag gaa gtg agt gat caa aca aca aat aat ggt ggt gaa tta atg eta 1164 
Glu Glu Val Ser Asp Gin Thr Thr Asn Asn Gly Gly Glu Leu Met Leu 

355 360 365 

gaa tec acc ttt taggtatgag aaatgtgttc aggtccagat atggtttctc 1216 
Glu Ser Thr Phe 

370 

ctataatttt tectatgeta taaactaaag atttgaagct aatgatactg agaataatgc 1276 
accaaatcca gtcagataca tttgtttgaa ggtatactgt agagttttta ttgctgtttt 1336 
gttcagtaat tataggtcaa atctaattac aacaaccaag atggattgcc aaactcttct 1396 
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gcttggttgg aatttcattg tatcgcatta tccaggtggc tagtggcatt tgataatata 1456 



gagatgactt tgaaactttc aaaaaggtat ttctattcca atgatatttg gtaattaggt 1516 



tgggcctata aatatagaac aaattcaggg atttttaaaa aattgtgtta ctactgatat 1576 



atgctagttt tattttattt ttttggactg tcattgagtt tattttagca caagaatatt 1636 



tttagcctaa cattattaat aagaaatgtg tcaaattttt aacattggta aaatatgtta 1696 



tgtgcatttt gaaaacagaa aacaaattgc gttggcatgt acgtgggtgg gaagaaaaag 1756 



aaaattaaca ggatttacac aattataatc accagcagtg tgagtttaaa aaacttcgtt 1816 



gtttttacac caaattaaaa ttttcatgtc aaacttcaaa gccagaaagc tgctaaatac 1876 



gtgtctggca ggtaaaagct ggaaaattac ttaaaacagg aaagtgtcaa taaaaaaact 1936 



tgagcaacac caacatattt tttcttaaaa tgtcacgtta tcttcatttt gggaaactag 1996 



gttctataaa atatttatcc tccctgttat actttggagc acagcacagc cagaaagggg 2056 



ctgcatttgt gcccaggtca ggagcaaatt gaaaaaaaaa ataaagtaat actaaaaaat 2116 



caaactataa acccaaaaca tttattaaaa cctgaattaa tcctttttgg agggaggagt 2176 



agagatatat aacctgaaaa tacttattct ttcttatcga attttggagc ctaatatagc 2236 
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caggagctgc tgaatttgtg cccctggatt ggaaccaaat aaaaaaaaaa aaaaaaaatt 2296 



cct 2299 



<210> 176 
<211> 370 
<212> PRT 

<213> Homo sapiens 
<400> 176 

Met Gly Asp Arg Arg Phe He Asp Phe Gin Phe Gin Asp Ser Asn Ser 

15 10 15 

Ser Leu Arg Pro Arg Leu Gly Asn Ala Thr Ala Asn Asn Thr Cys He 

20 25 30 

Val Asp Asp Ser Phe Lys Tyr Asn Leu Asn Gly Ala Val Tyr Ser Val 

35 40 45 

Val Phe He Leu Gly Leu He Thr Asn Ser Val Ser Leu Phe Val Phe 

50 55 60 

Cys Phe Arg Met Lys Met Arg Ser Glu Thr Ala He Phe lie Thr Asn 

65 70 75 80 

Leu Ala Val Ser Asp Leu Leu Phe Val Cys Thr Leu Pro Phe Lys He 

85 90 95 
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Phe Tyr Asn Phe Asn Arg His Trp Pro Phe Gly Asp Thr Leu Cys Lys 

100 105 110 

He Ser Gly Thr Ala Phe Leu Thr Asn He Tyr Gly Ser Met Leu Phe 

115 120 125 

Leu Thr Cys He Ser Val Asp Arg Phe Leu Ala He Val Tyr Pro Phe 

130 135 140 

Arg Ser Arg Thr He Arg Thr Arg Arg Asn Ser Ala He Val Cys Ala 

145 150 155 160 

Gly Val Trp lie Leu Val Leu Ser Gly Gly He Ser Ala Ser Leu Phe 

165 170 175 

Ser Thr Thr Asn Val Asn Asn Ala Thr Thr Thr Cys Phe Glu Gly Phe 

180 185 190 

Ser Lys Arg Val Trp Lys Thr Tyr Leu Ser Lys He Thr He Phe He 

195 200 205 

Glu Val Val Gly Phe He lie Pro Leu He Leu Asn Val Ser Cys Ser 

210 215 220 

Ser Val Val Leu Arg Thr Leu Arg Lys Pro Ala Thr Leu Ser Gin lie 

225 230 235 240 



Gly Thr Asn Lys Lys Lys Val Leu Lys Met lie Thr Val His Met Ala 

245 250 255 
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Val Phe Val Val Cys Phe Val Pro Tyr Asn Ser Val Leu Phe Leu Tyr 

260 265 270 

Ala Leu Val Arg Ser Gin Ala He Thr Asn Cys Phe Leu Glu Arg Phe 

275 280 285 

Ala Lys He Met Tyr Pro He Thr Leu Cys Leu Ala Thr Leu Asn Cys 

290 295 300 

Cys Phe Asp Pro Phe He Tyr Tyr Phe Thr Leu Glu Ser Phe Gin Lys 

305 310 315 320 

Ser Phe Tyr He Asn Ala His He Arg Met Glu Ser Leu Phe Lys Thr 

325 330 335 

Glu Thr Pro Leu Thr Thr Lys Pro Ser Leu Pro Ala He Gin Glu Glu 

340 345 350 

Val Ser Asp Gin Thr Thr Asn Asn Gly Gly Glu Leu Met Leu Glu Ser 

355 360 365 



Thr Phe 

370 



<210> 177 
<211> 973 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (30).. (416) 



<400> 177 

cagacagcgg cgggcgcagg acgtgcact atg get egg ggc teg ctg cgc egg 53 

Met Ala Arg Gly Ser Leu Arg Arg 

1 5 



ttg ctg egg etc etc gtg ctg ggg etc 
Leu Leu Arg Leu Leu Val Leu Gly Leu 

10 15 

gtg gee ggg gag caa gcg cca ggc ace 
Val Ala Gly Glu Gin Ala Pro Gly Thr 

25 30 

tec tgg age gcg gac ctg gac aag tgc 
Ser Trp Ser Ala Asp Leu Asp Lys Cys 

45 



tgg ctg gcg ttg ctg cgc tec 101 
Trp Leu Ala Leu Leu Arg Ser 

20 

gec ccc tgc tec cgc ggc age 149 
Ala Pro Cys Ser Arg Gly Ser 

35 40 

atg gac tgc gcg tct tgc agg 197 
Met Asp Cys Ala Ser Cys Arg 

50 55 



gcg cga ccg cac age gac ttc tgc ctg ggc tgc get gca gca cct cct 245 
Ala Arg Pro His Ser Asp Phe Cys Leu Gly Cys Ala Ala Ala Pro Pro 

60 65 70 



gec ccc ttc egg ctg ctt tgg ccc ate ctt ggg ggc get ctg age ctg 293 
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Ala Pro Phe Arg Leu Leu Trp Pro lie Leu Gly Gly Ala Leu Ser Leu 

75 80 85 

acc ttc gtg ctg ggg ctg ctt tct ggc ttt ttg gtc tgg aga cga tgc 341 
Thr Phe Val Leu Gly Leu Leu Ser Gly Phe Leu Val Trp Arg Arg Cys 

90 95 100 

cgc agg aga gag aag ttc acc acc ccc ata gag gag acc ggc gga gag 389 
Arg Arg Arg Glu Lys Phe Thr Thr Pro He Glu Glu Thr Gly Gly Glu 

105 110 115 120 

ggc tgc cca get gtg gcg ctg ate cag tgacaatgtg ccccctgcca 436 
Gly Cys Pro Ala Val Ala Leu He Gin 

125 

gccggggctc gcccactcat cattcattca tccattctag agccagtctc tgcctcccag 496 
2icgcggcggg agccaagctc ctccaaccac aaggggggtg gggggcggtg aatcacctcc 556 
gaggcctggg tccagggttc aggggaacct tccaaggtgt ctggttgccc tgcctctggc 616 
tccagaacag aaagggagee tcacgctggc tcacacaaaa cagctgacac tgactaagga 676 
actgeagcat ttgcacaggg gaggggggtg ccctccttcc tagaggcect gggggecagg 736 
ctgacttggg gggcagactt gacactaggc cccactcact cagatgtcct gaaattccac 796 
caegggggtc accctggggg gttagggacc tatttttaac actagggggc tggcccacta 856 
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ggagggctgg ccctaagata cagacccccc caactcccca aagcggggag gagatattta 916 



ttttggggag agtttggagg ggagggagaa tttattaata aaagaatctt taacttt 973 



<210> 178 
<211> 129 
<212> PRT 

<213> Homo sapiens 

<400> 178 

Met Ala Arg Gly Ser Leu Arg Arg Leu Leu Arg Leu Leu Val Leu Gly 

15 10 15 

Leu Trp Leu Ala Leu Leu Arg Ser Val Ala Gly Glu Gin Ala Pro Gly 

20 25 30 

Thr Ala Pro Cys Ser Arg Gly Ser Ser Trp Ser Ala Asp Leu Asp Lys 

35 40 45 

Cys Met Asp Cys Ala Ser Cys Arg Ala Arg Pro His Ser Asp Phe Cys 

50 55 60 

Leu Gly Cys Ala Ala Ala Pro Pro Ala Pro Phe Arg Leu Leu Trp Pro 

65 70 75 80 

He Leu Gly Gly Ala Leu Ser Leu Thr Phe Val Leu Gly Leu Leu Ser 

85 90 95 
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Gly Phe Leu Val Trp Arg Arg Cys Arg Arg Arg Glu Lys Phe Thr Thr 

100 105 110 

Pro lie Glu Glu Thr Gly Gly Glu Gly Cys Pro Ala Val Ala Leu He 

115 120 125 



Gin 



<210> 179 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence:Pr imer 



<400> 179 

cttctgctct aaaagctgcg 



20 



<210> 180 

<211> 20 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Pr i mer 
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<400> 180 

cgacctgcag ctcgagcaca 20 

[0129] 
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